Supplementary figure 2. Genomic patterns of fusion between partner genes. Each fusion
transcript sequence was mapped to hg18. The genomic region covering the two fusion partner
genes was cut directly from the mapped genomic region to maintain the gene structure, orientation
and distance between the fusion partners. The left arrow in dot lines is the end of 5' fusion

transcript sequence and the right arrow is the beginning of the 3' fusion transcript sequence.
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