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a cTnT sequence (238497 bp)

primer-F
TTCATGCCCA ACTTGGTG!C TCCCAAGATC CCOCGATGGAG AGAGAGTGGA CTTTGATGAC human cTNT
TTCATGCCCA ACTTGGTGCC TCCCAAGATC CCCGATGGAG AGRGAGTGGE CTTTGATGAC sample
ATCCACCGGA AGCGCATGGA GAAGGACCTG AATGAGTTGC AGGCGUTGAT CGAGGCTCAC hurran cTNT
ATCCACCGGA AGCGCATGGA GAAGGACCTG AATGAGTTGC AGGCGCTGAT CGAGGCTCAC sample
TTTGAGARCA GGAAGAAAGA GGAGGAGGAG CTCGTTTCTC TCABAGACAG GATCGAGAGA hurman cTNT
TTTGAGAACAL GGAAGARAGE GGAGGAGGAG CTCGTTTCTC TCARAGACAG GATCGAGAGL sample
CGTCGGGCAG AGCGOGCCGA GCAGCAGCGC ATCCGGAATG AGCGGUAGAR GGAGCGGCAG hurran cTNT
CGTCGGGCAG AGCGGGCCGA GCAGCAGCGC ATCCGGAATG AGCGGGAGLE GGAGCGGCAG sample
RACCGCCTGE CTGLAGAGAG human cTNT
BACCGCCTGG CTGAAGAGAG zample
primer-R
b c¢Tnl sequence (117-538 bp)
primer-F
TALGATCTIC GCCTCGAGA! AATTGCAGCT GAAGACTCTG CTGCTGCAGE TTGCAARGCA hurnan cTHI
TALGATCTCC GCCTCGAGAL AATTGCAGCT GAAGACTCTG CTGCTGCAGE TTGCAARGCA sample
LGAGCTGGAG CGAGAGGCGG AGGAGCGGUG CGGAGAGAAG GOGCOCGCTC TGAGCACCCG hurnan ¢TI
AGAGCTGGAG CGAGAGGCGG AGGAGCGGCG COGRGAGAAG GGGCGCGCTC TGAGCACCCG sample
CTGCCAGCTG CTGGAGTTGE CCGGGCTGRG CTTCGCGGAG CTGCAGGACT TGTGCCGACL human cTHI
CTGCCAGCOG CTGGAGTTGE CCGGGCTGGE CTTCGCGGAG CTGCAGGACT TGTGCCGACA sample
GCTCCACGOC CGTGTGGACA AGGTGGATGAE AGAGAGATAC GACATAGAGG CARARAGTCAC human cTnl
GCTCCACGUC CGTGTGGACA AGGTGGATGA AGAGAGATAC GACATAGAGG CAARAGTCAC sample
CRAGAACATC ACGGAGATTG CAGATCTGAC TCAGAAGATC TTTGACCTTC GAGGCARGTT hurnan cTnl
CLAGALCATC ACGGAGATTG CAGATCTGAC TCAGAAGATC TTTGACCTTC GAGGCAAGTT sample
TALGCGGCOC ACCCTGCGGA GAGTGAGGAT CTCTGCAGAT GCCATGATGC AGGCGCTGCT hurnan cTnl
TLAGCGGCOC ACCCTGCGGL GAGTGAGGAT CTCTGCAGAT GCCATGATGC AGGCGCTGCT sample
GGRGGCCCEE GCTAAGGAGT CCCTGGACCT GCGGGCCCAC CTCAAGCAGG TGARGARGGA human cTnl
GGGGGCCCGE GCTAAGGAGT CCCTGGACCT GCGGGCCCAC CTCﬁfGCAGG TGARGARGGA sample
GG human cTnl
o8 sample primer-R
C cTnC sequence (12-341bp)
primer-F
CTACARGGCT GCGGTAGAGC AGCTGACAGE AGAGCAGAAL AATGAGTTCL AGGCAGCCTT human cTnC
CTACARGGCT GCGGTAGAGC AGCTGACAGA AGAGCAGAAL AATGAGTTCA AGGCAGCCTT sample
CGACATCTTC GTGCTGGGCG CTGAGGATGG CTGCATCAGC ACCRAGGAGT TGGGCAAGET human cTnC
CGACATCTTC GTGCTGGGCG CTGAGGATGG CTGCATCAGC ACCRAGGAGC TGGGCLAGGT sample

GATGAGGATG CTGGGCCAGL ACCCCACCCC TGAGGAGCTG CAGGAGATGAL TCGATGAGGT human cTnC
GATGAGGATG CTGGGCCAGA ACCCCACCCC TGAGGAGCTG CAGGAGATGA TCGATGAGGT sample
GGACGAGGAC GGCAGCGGCL CGGTGGACTT TGATGAGTTC CTGGTCATGL TGGTTCGGTG human cTnC
GGACGAGGAC GGCAGCGGCA CGGTGGACTT TGATGAGTTC CTGGTCATGA TGGTTCGGTG sample
CATGAAGGAC GACAGCAMAG GGABRATCTGA GGAGGAGCTG TCTGACCTCT TCCGCATGTT human cTnC
CATGAAGGAC GACAGCARAG GGAAATCTGE GGAGGAGCTG TCTGACCTCT TCCGCATGTT sample
TGACARALAT GCTGATGGCT ACATCGACCT hurman cTnC

TGACARAAAT GETGATGGCT ACATCGLCCT sample

primerR

Figure S1 | The partial DNA sequence of human ¢TnT, ¢Tnl and ¢TnC. PCR
primers used are indicated by arrows. The sequences were exactly the same as known
sequences of cDNAs of ¢TnT (238-497 bp), cTnl (117-538 bp) and ¢TnC (12-341bp)

in human detrusor, respectively.
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Figure S2 | Real-time PCR quantification of ¢Tnl (a) and ¢TnC (b) in tRNA of
various human smooth muscle tissues. All tRNA were purchased commercially. The
mRNA expression of ¢Tn in each smooth muscle tissue was compensated by that of

GAPDH, and is plotted relative to that of trachea.
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Figure S4 | RT-PCR detection of ¢TnT in murine smooth muscle. tRNA were

extracted from the several tissues of mice. In urinary bladder, colon, ileum and stomach,

the mucous was removed carefully.
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Figure S5 | Negative controls. Neither ¢TnT nor tropomyosin was detected in
UMUCS3 and TCCSuP human urinary bladder carcinoma cells. Micrographs of

cellular nuclei (blue: DAPI), and transmission are also shown.
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Figure S6 | Lack of effects of ¢Tnl and ¢TnC in intact detrusor strips from human.
Either ¢Tnl or cTnC were applied between CCh-induced contractions (a, ¢). The peak
amplitude of contraction did not change after applications of ¢cTnl and ¢cTnC (P > 0.05,

n=6) (b, d).



