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Figure S2 Multiple Sequence Alignment of the Tra2 proteins of Apis mellifera (A.m.), Drosophila melanogaster (D.m.) and
Bombyx mori (B.m). The RNA binding domain (RBD) is highlighted in black, and the linker region is highlighted in dark grey.
The arginine-serine rich motifs (RS1 and RS2) are shown in light grey. The RNP-1 and RNP-2 sequence elements are marked
by black bars.

I. Nissen, M. Miiller, and M. Beye 35Sl



