Supplemental Table 1

Pati IPSS Type
ent i .
" glystli’gé;“(f:g Re]:})e;;se Ravompe ISR TET2 DNMT3A | IDHI/2 | CBL | JAK2 | SF3BI | U2AF1 | SRSF2 | NS | KRAS | Ezm2 | P53
Pre-Treatment Defect
. . c.4249,G>T c.284
Intermediate CR Abnormal Y Gain Vall417Phe WT c.419G>A | WT WT WT WT C>G WT WT WT WT
1 p- p.R140G P95R
2 Intermediate CR Abnormal Y Gain WT WT WT WT WT WT WT WT WT WT WT WT
3 Good Hi-n Normal N None WT WT WT WT WT WT WT WT WT WT WT WT
c.711,
Poor res N:nse NA N None WT WT WT WT WT WT WT WT WT WT WT G>A
4 P p.M2371
5 No growth CR No growth Y Loss WT WT WT WT WT WT WT WT WT WT WT WT
6 Intermediate CR Normal Y Gain WT ;i%48523>A WT WT WT WT WT WT WT WT WT WT
7 Intermediate CR Abnormal Y Loss WT WT WT WT WT WT WT WT WT WT WT WT
8 Good CR Normal Y Gain WT WT WT WT WT WT WT WT WT WT WT WT
Gain/ 35 GoA
Intermediate CR Abnormal Y Loss/ WT c.2644 C>T c.394C>T | WT WT WT WT WT WT ’ GI2A WT WT
9 UPD p.882C p.R132C P
10 Good CR Normal N None WT WT WT WT WT WT WT WT WT WT WT WT
1 Good CR Normal N None WT WT WT WT WT WT WT WT WT WT WT WT
12 Poor NR Abnormal Y ?:S'Z/ WT WT WT WT | WT WT WT WT WT WT WT WT
00! orma 0ss
13 Good NR N | Y | WT WT WT WT WT WT WT WT WT WT WT WT
14 Intermediate H"”e; HI- Normal Y loss WT WT WT WT WT WT WT WT WT WT WT WT
15 Good NR Normal NA NA WT WT WT WT WT WT WT WT WT WT WT WT
*
16 Poor CR Abnormal NA NA ;'21530(53?“ WT Wr | wr | wr | wr | wr Wwr | wr | wr WT WT
c.713
00! orma >
Good CR N | NA NA WT WT WT WT WT WT WT WT WT WT WT G>A
17 C238Y
18 Poor NR Abnormal NA NA WT WT WT WT WT WT WT WT WT WT WT WT
19 NA WT WT WT WT WT WT WT WT WT WT WT WT
Good CR Normal NA

NA, Not Available; CR, Complete Response; NR, Not Response; H.I. Hematological Improvement; WT, Wild Type; SNP-A Defect, Y=YES,
N=NO, UPD, Uniparental Disomy, NA, Not available
*This Mutation has not been reported. It has not been confirmed based on no availability of cells.




Supplemental Table 2

Patient

Karyotype by MC Pre-Treatment

Best
Response

Karyotype by MC Post-Treatment

SNP-A Defects

46,X,i(X)(p10)[2)/46,XX[cp18].

CR

46,XX[cp20]

1p36.13p36.13,
3p21.31p21.31,
3921.3921.3,
4p16.1p16.1,
7p22.2p22.2,
7p15.1p15.1,
8024.3924.3,
9933.2933.2,
9934.11q34.11,
9q34.2q34.2,
10922.3922.3,
10924.33q24.33,
11p15.5p15.4 ,
12924.11924.11,
12924.31924.31,
14932.12932.12,
14932.33932.33,
16p13.3p13.3,
16922.1922.1,
17p13.1p13.1,
17921.33921.33,
17923.2923.2,
17925.2925.3,
19p13.3913.33,
22911.22913.31

47 XX, +8[20]

CR

47 XX, +8[20]

8p23.1-q24.3, 19p12-

12

46,XY[20]

Hl-n

46,XY[20]




88-89<4n> XXXX,ins(4:?)(q12;?)x2,-5,-
5,-7,
-7, der(8)t(7;8)(q11.2:024)x2,-13,-13,-

4 19,-19,+3-5mar[cp5]/46,XX[17]. NR NA
3q13.31-q13.31
5 No growth CR No growth
8p23.3-q24.3, 9p13.1-
6 47 XY ,+8[18]/46,XY[2] CR 46,XY[16] q12
46,XY,del(3)(q13.1924)[3]/45,sl,-
20(5)/46,sl,der(7)t(1,7)(921;p13)[cp4]/46, | 1p36.11p36.11,
7 46,XY,del(3)(q13.1g24)[cp11])/46,XY[1]. | CR sl,add(17)(p11.2)[cp7]/46,XY[1] 17423.2q23.2
46,XY[20 4913.2
8 [20] CR 46 XYI[6]. q
4p13-p12, 4p12-p12
(Gain); 4925-925,
5q31.2-q31.2,
13q14.3-q14.3,
13q21.33-q21.33
46,XY,del(5)(q3719375)[2]/46,XY[cp18]; (Loss): 6p25.3-p22.1,
9 FISH studies showed Trisomy 8 CR 47,XY,+8[9] 8g24.3-g24.3 (UPD)
10 46,XY[20] CR 46,XY[20]
11 46,XY[20] CR 46,XY[20]




12

44 X,-Y,del(5)(q22q35),-
7,add(10)(g26),-16,
-20,+mar1,+r[10]/45,sl,+ace[5]/44,sdI1,-
18[5].

NR

44 X,-Y,del(5)(g22q35),-
7,add(10)(g26),i(11)(q10),-16,-18,-
20,+r,+mar1,+ace[cp16]/44,X,-
Y,dup(5)(q13935), del(8)(p23),-15,-
20,+r,+ace[cp3]/46,XY[1]

13931.1-931.1,
20p12.3-p11.21
(Gain); 5p15q933.3
(small), 7p22.3q36.3,
16p13.3924.3,
20911.23913.33 (loss)

13

46,XY[20]

NR

46,XY[20]

20p12.1, 6p12.3

14

45, -17 [4]/ 46, XX[16]

HI-n; Hl-e

46,XX[20]

1p32.3-1p32.3,
1932.1-932.1,
3p21.31-p21.31,
3q913.33-913.33,
4p16.3-p16.3, 4p12-
p12, 4913.3-913.3,
4q24-q24, 4931.3-
g31.3, 5912.1-q12.1,
5q23.3923.3,
6922.32-922.32,
6925.1925.1, 9933.3-
q33.3, 12924.11-
g24.11, 13q14.3-
q14.3, 13922.3-g22.3,
14922.1-922.1,
15925.2-925.2,
17923.2-923.2,
19p13.13p13.13,
22q13.31-913.31,
22q13.33-9g13.33

15

46,XY[20]

NR

46,XY[20]

NA

16

45 XX ,-7[71/46,XX[13]

CR

45 XX,-7[71//46,XY[4]

NA

17

46,XY[20]

CR

46,XY[20]

NA




45-46,XX,add(4)(921),psu
dic(5;?)(q11.1;?),add(8)(p23),-13,-
16,add(17)(p11.2),-

45-46,XX,add(4)(921),-5[3],psu
dic(5;?)(q11.1;?)[16],add(8)(p23),-
13[17], -16,add(17)(p11.2),-

NA

18 18,+r,+mar1,+mar2[cp18]/46,XX[2]. NR 18,+r[5],+mar1,+mar2[cp20]
NA
19 46,XY[20] CR 46,XY[20]
CR; Complete Response, NR; No Response. HI; Hematological Improvement,
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