
 
 

Supplemental Figure S1.   The alignment of the predicted amino acid sequence of the available 

consensus sequence of the L1PA8 ORF2 protein and the corrected L1PA8 ORF2 protein is 

shown.  The amino acids selected for modification are highlighted by black boxes. 

10 20 30 40 50 60 70 80

MT GSNSHI T I L T L NV NGL NAPI KRHRL ANWI KSQDPSV CCI QET HL MCKDT HRL KI KGWRNI Y QANGKQKKAGV AI L V SD 80ORF2 PA8
MT GSNSHI T I L T L NV NGL NAPI KRHRL ANWI KSQDPSV CCI QET HL T CKDT HRL KI KGWRNI Y QANGKQKKAGV AI L V SD 80ORF2 PA (corrected)

90 100 110 120 130 140 150 160

KT DF KPT KI KKDKEGHY I MV NGST QQEEL T I L NI Y APNT GAPRF I KQV L RDL QRDL DSHT I I V GDF NT PL S I L DRST RQK 160ORF2 PA8
KT DF KPT KI KKDKEGHY I MV KGSMQQEEL T I L NI Y APNT GAPRF I KQV L RDL QRDL DSHT I I V GDF NT PL S I L DRST RQK 160ORF2 PA (corrected)

170 180 190 200 210 220 230 240

I NKDI QDL NSAL DQV DL I DI Y RT L HPKST EY T F F SAPHST Y SKI DHI I GSKT L L SKCKRT E I I T NSL SDHSAI KL EL RI K 240ORF2 PA8
I NKDI QDL NSAL DQV DL I DI Y RT L HPKST EY T F F SAPHST Y SKI DHI I GSKT L L SKCKRT E I I T NSL SDHSAI KL EL RI K 240ORF2 PA (corrected)

250 260 270 280 290 300 310 320

KL T QNRT T T WKL NNL L L NDY WV NNE I KAE I KKF F ET NENKET T Y QNL WDT AKAV L RGKF I AL NAHI RKL ERSQI DT L T SQ 320ORF2 PA8
KL T QNRT T T WKL NNL L L NDY WV NNE I KAE I KKF F ET NENKET T Y QNL WDT AKAV L RGKF I AL NAHI RKL ERSQI DT L T SQ 320ORF2 PA (corrected)

330 340 350 360 370 380 390 400

L KEL EKQEQT NSKASRRQE I T KI RAEV KE I ET RKT L QKI NESRSWF F EKI NKI DGPL ARL I KKKREKNQI DT I KNDKGDI  400ORF2 PA8
L KEL EKQEQT NSKASRRQE I T KI RAEL KE I ET RKT L QKI NESRSWF F EKI NKI DRPL ARL I KKKREKNQI DT I KNDKGDI  400ORF2 PA (corrected)

410 420 430 440 450 460 470 480

T T DPT E I QT T I REY Y KHL Y ANKL ENL EEMDKF L DT Y T L PRL NQEEV ESL NRPI T SSE I EAV I NSL PT KKSPGPDGF T AEF  480ORF2 PA8
T T DPT E I QT T I REY Y KHL Y ANKL ENL EEMDKF L DT Y T L PRL NQEEV ESL NRPI T SSE I EAV I NSL PT KKSPGPDGF T AEF  480ORF2 PA (corrected)

490 500 510 520 530 540 550 560

Y QRY KEEL V PF L L KL F QT I EKEGL L PNSF Y EAS I I L I PKPGRDT T KKENF RPI SL MNI DAKI L NKI L ANRI QQHI KKL I H 560ORF2 PA8
Y QRY KEEL V PF L L KL F QT I EKEGL L PNSF Y EAS I I L I PKPGRDT T KKENF RPI SL MNI DAKI L NKI L ANRI QQHI KKL I H 560ORF2 PA (corrected)

570 580 590 600 610 620 630 640

HDQV GF I PGMQGWF NI RKS I NV I HHI NRT NDKNHMI I S I DAEKAF DKI QHPF ML KT L NKL GI DGT Y L KI I RAI Y DKP I AN 640ORF2 PA8
HDQV GF I PGMQGWF NI RKS I NV I HHI NRT NDKNHMI I S I DAEKAF DKI QHPF ML KT L NKL GI DGT Y L KI I RAI Y DKP I AN 640ORF2 PA (corrected)

650 660 670 680 690 700 710 720

I I L NGQKL EAF PL KT GT RQGCPL SPL L F NI V L EV L ARAI RQEKE I KGI QI GREEV KL SL F ADDMI V Y L ENP I V SAPKL L K 720ORF2 PA8
I I L NGQKL EAF PL KT GT RQGCPL SPL L F NI V L EV L ARAI RQEKE I KGI QI GREEV KL SL F ADDMI V Y L ENP I V SAQKL L K 720ORF2 PA (corrected)

730 740 750 760 770 780 790 800

L I SNF SKV SGY KI NV QKSQAF L Y T NNRQAESQI MNEL PF T I AT KRI KY L GI QL T RDMKDL F KENY KPL L KE I REDT NKWK 800ORF2 PA8
L I SNF SKV SGY KI NV QKSQAF L Y T NNRQAESQI MSEL PF T I AT KRI KY L GI QL T RDV KDL F KENY KPL L KE I REDT NKWK 800ORF2 PA (corrected)

810 820 830 840 850 860 870 880

NI PCSWI GRI NI V KMAI L PKV I Y RF NAI P I KL PL T F F AEL EKT T L NF I WNQKRARI AKT I L SKKNKAGGI T L PDF KL Y Y K 880ORF2 PA8
NI PCSWI GRI NI V KMAI L PKV I Y RF NAI P I KL PL T F F T EL EKT T L NF I WNQKRARI AKT I L SKKNKAGGI T L PDF KL Y Y K 880ORF2 PA (corrected)

890 900 910 920 930 940 950 960

AT V T KT AWY WY QNRY I DQWNRT ET SE I T PHI Y NHL I F NKPDKNKQWGKDSL F NKWCWENWL AI CRKL KL DPF L T PY T KI N 960ORF2 PA8
AT V T KT AWY WY QNRY I DQWNRT ET SE I T PHI Y NHL I F DKPDKNKQWGKDSL F NKWCWENWL AI CRKL KL DPF L T PY T KI N 960ORF2 PA (corrected)

970 980 990 1000 1010 1020 1030 1040

SRWI KDL NV KPKT I KT L EENL GNT I QDI GMGKDF MT KT PKAMAT KAKI DKWDL I KL KSF CT AKET I I RV NRQPT EWEKI F  1040ORF2 PA8
SRWI KDL NV KPKT I KT L EENL GNT I QDI GMGKDF MT KT PKAMAT KAKI DKWDL I KL KSF CT AKET I I RV NRQPT EWEKI F  1040ORF2 PA (corrected)

1050 1060 1070 1080 1090 1100 1110 1120

AI Y PSDKGL I SRI Y KEL KQI Y KKKT NNP I KKWAKDMNRHF SKEDI Y AANKHV KKSSSSL V I REMQI KT T MRY HL T PV RMA 1120ORF2 PA8
AI Y PSDKGL I SRI Y KEL KQI Y KKKT NNP I KKWAKDMNRHF SKEDI Y AANKHMKKSSSSL V I REMQI KT T MRY HL T PV RMA 1120ORF2 PA (corrected)

1130 1140 1150 1160 1170 1180 1190 1200

I I KKSGNNRCWRGCGE I GT L L HCWWECKL V QPL WKT V WRF L KDL EPE I PF DPAI PL L GI Y PKDY KSF Y Y KDT CT RMF I AA 1200ORF2 PA8
I I KKSGNNRCWRGCGE I GT L L HCWWECKL V QPL WKT V WRF L KDL EPE I PF DPAI PL L GI Y PKDY KSF Y Y KDT CT RMF I AA 1200ORF2 PA (corrected)

1210 1220 1230 1240 1250 1260 1270

L F T I AKT WNQPKCPSMI DWI KKMWHI Y T MEY Y AAI KRNEF MSF AGT WMKL EAI I L SKL T QEQKT KHRMF SL I SGS      1275ORF2 PA8
L F T I AKT WNQPKCPSMI DWI KKMWHI Y T MEY Y AAI KRNEF MSF AGT WMKL EAI I L SKL T QEQKT KHRMF SL I SGS      1275ORF2 PA (corrected)


