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T T T T T T T T
10 20 30 40 50 60 70 80
1 1 1 1 1

1 1 1
MTGSNSHI T1 LTLNVNGLNAPI KRHRLANW KSQDPSVCCI QETHLICKDT HRLKI KGWRNI Y QANGKQKKAGVAI LVSD 80
MTGSNSHI TI LTLNVNGLNAPI KRHRLANW KSQDPSVCCI QETHLTCKDTHRLKI KGWRNI YQANGKQKKAGVAI LVSD 80

T T
90 TOO 110 120 130 140 150 160

KTDFKPTKI KKDKEGHYI MV!GSﬂOQEELTI LNI YAPNTGAPRFI KQVLRDLQRDLDSHTI | VGDFNTPLSI LDRSTRQK 160
KTDFKPTKI KKDKEGHY | MVKGSMQQEELTI LNI YAPNTGAPRFI KQVLRDLQRDLDSHTI | VGDFNTPLSI LDRSTRQK 160

T T T T T
1 70 1 80 1 90 200 21 0 220 230 240

I NKDI QDLNSALDQVDLI D\ YRTLHPKSTEYTFFSAPHSTYSKI DHI | GSKTLLSKCKRTEI | TNSLSDHSAI KLELRI K 240
I NKDI QDLNSALDQVDLI DI YRTLHPKSTEYTFFSAPHSTYSKI DHI | GSKTLLSKCKRTEI I TNSLSDHSAI KLELRI K 240

250 260 250 280 290 360 310 320

KLTQNRTTTWKLNNLLLNDYV\NNNEI KAE\ KKFFETNENKETTYQNLWDTAKAVLRGKFI ALNAHI RKLERSQI DTLTSQ 320
KLTQNRTTTWKLNNLLLNDYWNNEI KAEI KKFFETNENKETTYQNLWDTAKAVLRGKFI ALNAHI RKLERSQI DTLTSQ 320

T T T T T T
330 340 350 360 370 380 390 400

LKELEKQEOTNSKASRRQE\ TKI RAE.KE\ ETRKTLQKI NESRSWFFEKI NKI D!PLARLI KKKREKNQI DTI KNDKGDI 400
LKELEKQEQTNSKASRRQEI TKI RAELKEI ETRKTLQKI NESRSWFFEKI NKI DRPLARLI KKKREKNQI DTI KNDKGDI 400

410 420 430 440 450 460 470 480

1 1 1 1 1 1 1 1
TTDPTET QT T1 REVYKHLYANKLENLEEMDKFLDT YT LPRLNGEEVESLNRP| TSSET EAVI NSLPTKKSPGPDGFTAEF 480
TTDPTEI QTTI REYYKHLYANKLENL EEMDKFLDTYTLPRLNQEEVESLNRPI TSSEI EAVI NSLPTKKSPGPDGFTAEF 480

T T T T T T T T

490 500 510 520 530 540 550 560

1 1 1 1 1 1 1 1
YQRYKEELVPFLLKLFQTI EKEGLLPNSFYEASI | LI PKPGRDTTKKENFRPI SLMNI DAKI LNKI LANRI QQHI KKLI H 560
YQRYKEELVPFLLKLFQTI EKEGLLPNSFYEASI | LI PKPGRDTTKKENFRPI SLMNI DAKI LNKI LANRI QQHI KKLI H 560

5?0 5%0 5?0 6¢O eio 6%0 séo 6%0
FDQVGET PGMOGWENT RKSI NVI HHT NRTNDKNHM T ST DAEKAFDKI QHPEMLKTLNKLGI DGTYLKI | RAT YDKPT AN 640
HDQVGF| PGMAGWE NI RKSI NVI HHI NRTNDKNHMI | S| DAEKAFDKI QHPFMLKTLNKLGI DGTYLKI | RAI YDKPI AN 640

T T
650 660 670 680 690 700 71 0 720

LNGOKLEAFPLKTGTROGCPLSPLLFN\ VLEVLARAI ROEKEI KGI QI GREEVKLSLFADDM\ VYLENPI VSAEKLLK 720
LNGQKLEAFPLKTGTRQGCPLSPLLFNI VLEVLARAI RQEKEI KGI QI GREEVKLSLFADDMI VYLENPI VSAQKLLK 720

T T T T T T T T
730 740 750 760 770 780 790 800
1 1 1 1 1 1 1 1
LT SNFSKVSGYKI NVOKSQAFLYTNNRQAESQI MNELPFTI ATKRI KYLGI QLTRDNKDLFKENYKPLLKEI REDTNKWK 800
L1 SNFSKVSGYKI NVQKSQAFLYTNNRQAESQI MSELPFTI ATKRI KYLGI QLTRDVKDLFKENYKPLLKEI REDTNKWK 800

T T T
81 0 820 830 840 850 860 870 880

NI PCSW GR\ NI VKMALI LPKVI YRFNAI P\ KLPLTFFELEKTTLNFI WNOKRARI AKTI LSKKNKAGGI TLPDFKLYYK 880
NI PCSW GRI NI VKMAI LPKVI YRFNAI PI KLPLTFFTELEKTTLNFI WNQKRARI AKTI LSKKNKAGGI TLPDFKLYYK 880

T T T T T T T T

890 900 910 920 930 940 950 960

1 1 1 1 1 1 1 1
ATVTKTAWY WY QNRY| DQWNRTETSEI TPHI YNHLI FINKPDKNKQWGKDSLFNKWCWENWL AT CRKLKLDPFLTPYTKI N 960
ATVTKTAWYWYQNRY| DQWNRTETSEI TPHI YNHLI FDKPDKNKQWGKDSL FNKWCWENWLAI CRKLKLDPFLTPYTKI N 960

T T T T T T T T

970 980 990 1000 1010 1020 1030 1040

1 1 1 1 1 1 1 1
SRW KDLNVKPKTI KTLEENLGNT!| QDI GMGKDF MTKTPKAMATKAKI DKWDL| KLKSFCTAKETI | RYVNRQPTEWEKI F 1040
SRW KDLNVKPKTI KTLEENLGNTI QDI GMGKDFMTKTPKAMATKAKI DKWDLI KLKSFCTAKETI | RVNRQPTEWEKI F 1040

T T T T T T T T
10|50 10|60 10|7O 10|80 10|90 MIKI) HIWO 11|20
AT YPSDKGLI SRI YKELKQI YKKKTNNPI KKWAKDMNRHF SKEDI YAANKHMKKSSSSLVI REMQI KTTMRYHLTPVRMA 1120
Al YPSDKGLI SRI' YKELKQI YKKKTNNPI KKWAKDMNRHF SKEDI YAANKHMKKSSSSLVI REMQI KTTMRYHLTPVRMA 1120

T T T T T T T T
1130 1140 1150 1160 1170 1180 1190 1200
1 1 1 1 1 1 1 1
KKSGNNRCWRGCGEI GTLLHCWWECKLVQPLWKTVWRFLKDLEPEI PFDPAI PLLGI YPKDYKSFYYKDTCTRMFI AA 1200
KKSGNNRCWRGCGEI GTLLHCWWECKLVQPLWKTVWRFLKDLEPEI PFDPAI PLLGI YPKDYKSFYYKDTCTRMFI AA 1200

T T T T T T T
1210 1220 1230 1240 1250 1260 1270
1 1 1 1 1 1 1
LFTI AKTWNQPKCPSMI DW KKMWHI YTMEYYAAI KRNEFMSFAGTWMKLEAI | LSKLTQEQKTKHRMFSLI SGS 1275
LFETI AKTWNQPKCPSMI DW KKMWHI YTMEYYAAI KRNEFMSFAGTWMKLEAI | LSKLTQEQKTKHRMFSLI SGS 1275

Supplemental Figure S1. The alignment of the predicted amino acid sequence of the available
consensus sequence of the LLPA8 ORF2 protein and the corrected L1PA8 ORF2 protein is
shown. The amino acids selected for modification are highlighted by black boxes.



