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Supplementary Figure 1:  Michaelis-Menten plots for ΨMP glycosidase and mutants.  

(A) ΨMP glycosidase.  (B) K166A.  (C) E31A.  (D) K93A.  (E) N289A. 
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Supplementary Table 1.  In addition to the forward and reverse primers required to 

introduce the mutation, a third primer was designed to screen for the presence of the 

mutation by colony PCR.   The primers designated “sF” were paired with the T7T primer 

(5´-GCTAGTTATTGCTCAGCGG-3´) and the primers designated “sR” were screened 

with the T7Plac primer (5´-TATAGGGGAATTGTGAGCGG-3´).   

Mutant Primer Sequences* 

D149A D149A-F ccttcgatatttctgccgCGttgcaagaactggcaaatac 

D149A-R gtatttgccagttcttgcaaCGcggcagaaatatcgaagg 

D149A-sF ccttcgatatttctgccgCG 

E31A E31A-F caaaaaaccggttgtggcgctggCGtcgaccattatttctcac 

E31A-R gtgagaaataatggtcgaCGccagcgccacaaccggttttttg 

E31A-sF aaccggttgtggcgctggCG 

E31L E31L-F caaaaaaccggttgtggcgctgCTGtcgaccattatttctcac 

E31L-R gtgagaaataatggtcgaCAGcagcgccacaaccggttttttg 

E31L-sF aaccggttgtggcgctgCTG 

K93A K93A-F cgtgaagggcataacgtgaccGCGgttagtcgtcgcgatttacc 

K93A-R ggtaaatcgcgacgactaacCGCggtcacgttatgcccttcacg 

K93A-sF aagggcataacgtgaccGCG 

K93E K93E-F cgtgaagggcataacgtgaccGaGgttagtcgtcgcgatttacc 

K93E-R ggtaaatcgcgacgactaacCtCggtcacgttatgcccttcacg 

K93E-sF aagggcataacgtgaccGaG 

K166A K166A-F ccgttgtttgtgccggggcgGCGtctattctcgatttagg 

K166A-R cctaaatcgagaatagaCGCcgccccggcacaaacaacgg 

K166A-sF ttgtttgtgccggggcgGCG 

H137A H137A-F ccgggggaattggtggtgtgGCGcgcggggcggaacataccttcg 

H137A-R cgaaggtatgttccgccccgcgCGCcacaccaccaattcccccgg 

H147A-sF ggggaattggtggtgtgGCG 
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H137N H137N-F ccgggggaattggtggtgtgAaCcgcggggcggaacataccttcg 

H137N-R cgaaggtatgttccgccccgcgGtTcacaccaccaattcccccgg 

H137N-sF ggggaattggtggtgtgAaC 

N289A N289A-F cggtgacagcctgaaatccGCGatccagctggtgttcaacaacg 

N289A-R cgttgttgaacaccagctggatCGCggatttcaggctgtcaccg 

N289A-sR ttgaacaccagctggatCGC 

 


