Table S1. Hydrophobiclity of transmembrane helix residues for 47 thermophilic and 153 mesophilic membrane proteins

For resource purposes, the number of TM-helices and TM-helix residues is included in the list.

Thermophile Mesophile

PDB_ID |CHAIN7ID|TMiHELIX7NUMBER TMiHEleiRESIDUEiNUMBER|TM7HELIX7HYDROPHOBICITY PDB_ID |CHAIN7ID| TM_HELIX_NUMBER | TM_HELIX_RESIDUE_NUMBER| TM_HELIX_HYDROPHOBICITY
1EHK A 13 255 0.174913 1A10 H 1 17 0.141765
1EHK B 1 18 0.258889 1A10 L 5 88 0.067412
1EHK C 1 18 -0.010556 1A10 M 5 90 0.088252
1JBO A 11 158 0.241408 1BCC C 8 132 0.135809
1JB0 B 11 160 0.203635 1BCC D 1 15 0.037333
1JBO F 1 15 0.080667 1BCC E 1 18 0.366667
1JB0 | 1 18 0.201111 1BCC G 1 15 0.324667
1JB0 J 1 17 0.196471 1BCC J 1 17 0.382941
1JB0 K 2 28 0.362813 1BGY C 8 178 0.178866
1JBO L 3 44 0.16875 1BGY D 1 22 0.479545
1JB0 M 1 15 -0.046 1BGY E 1 26 0.445769
10RQ C 4 105 0.343077 1BGY G 1 24 0.53625
2B2F A 11 230 0.193286 1BGY J 1 26 0.576538
2F2B A 6 108 0.097967 1BGY K 1 15 0.302667
20NK C 6 115 0.227501 1FFT A 12 190 0.138599
2QJU A 12 280 0.235452 1FFT B 2 31 -0.102771
2VPZ C 8 136 0.121472 1FFT C 5 73 0.197525
27ZY9 A 5 112 0.360715 1KPL A 10 205 0.373645
3AQP A 12 204 0.167731 1KQF B 1 19 0.114211
3ARC A 5 85 0.303773 1KQF C 4 82 0.218762
3ARC B 6 96 0.151424 1Lov C 3 67 0.338788
3ARC C 6 96 0.18335 1Lov D 3 73 0.229554
3ARC D 5 87 0.249213 1LGH A 1 19 0.076316
3ARC E 1 15 0.222 1LGH B 1 20 0.1605
3ARC F 1 17 0.347059 INEK C 3 65 0.193821
3ARC H 1 16 -0.128125 INEK D 3 66 0.082965
3ARC | 1 17 -0.203529 1INKZ A 1 18 0.130556
3ARC J 1 15 -0.032667 1INKZ B 1 18 0.188889
3ARC K 1 15 0.040667 1PW4 A 12 253 0.283041
3ARC L 1 16 -0.185625 1Q16 C 5 115 0.288622
3ARC M 1 16 -0.08875 1Q90 A 1 16 0.0925
3ARC T 1 16 -0.311875 1Q90 B 4 74 0.126512
3ARC X 1 17 -0.047059 1Q90 D 3 50 0.065185
3ARC Y 1 15 0.055333 1Q90 G 1 16 0.028125
3ARC z 2 34 -0.055764 1Q90 L 1 21 0.041429
3B4R A 6 103 0.086802 1Q90 M 1 18 -0.042778
3BVD A 13 268 0.134538 1Q90 N 1 16 0.080625
3BVD B 1 18 0.258889 1Q90 R 1 17 0.230588
3BVD C 1 18 -0.191667 1Q01 K 2 29 0.108167
3DIN C 10 151 0.157635 1U7G A 11 212 0.20337
3DIN D 1 17 0.048235 1v54 A 12 192 0.154004
3DIN E 2 28 0.384923 1Vv54 B 2 29 -0.016929
3GIA A 12 213 0.066611 1v54 C 7 101 0.238267
3KBC A 11 183 0.316812 1Vv54 D 1 18 0.060556
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Average 0.219666601

Standard Error

0.01481883




