Table S5: List of 50 genes that is decreased by a factor of fifteen or more at least between LAB-incorporated cell clusters—1 vs HDF-1 or LAB-incorporated cell clusters—2 vs HDF-2 and has a GO term [development ]

Fold change [LAB-inc.

Regulation [LAB-inc.

Fold change [LAB-inc.

Regulation [LAB-inc.

no | ProbeName | GeneSymbol | UniGenelD GeneName Description cells—1] vs [HDF-1] | cells—1] vs [HDF-1] | cells=2] vs [HDF-2] | cells~2] vs [HDF-2]
Homo sapiens agarecan (AGAN), transcript variant 2,
1|A23P307310  [ACAN Hs.2159 agerecan o s anare 117244 down 37.48496 down
2| 23P27013  |HOXBY Hs463350  |homeobox B9 [ eI e (0 (HERED) miFht 6.62605 down 3084917 down
[NM_024017]
3|A 333377519 |HOXAG Hs679517  |homeobox A6 [l e immesize A0 (HBEE0) iRt 797321 down 3413733 down
[NM_024014]
o Homo sapiens natriuretic peptide precursor G (NPPG),
4|a23P301942  |NPPC Hs.247916  [natriuretic peptide precursor G (1o SAhiens nate, 1158496 down 4284185 down
5|A23P93772  |HOXAS Hs.655218  |homeobox A5 m&“%fg%‘;’]‘ ez (4 (HRAE), mRA 19.32321 down 3122134 down
o " [Homo sapiens polo-like kinase 4 (Drosophila) (PLK4),
6|A 23 P155969  |PLKa He.172052  [polo-like kinase 4 (Drosophila)  [F1ore Sohiens Polo- 2070854 down 4033532 down
7|A 2346039 [FORLA 5266331  |Fo receptor-ike A '["bf,gl"%ssza;"ses'is Fo receptor-like A (FCRLA), mRNA 2082261 down 36.28435 down
- |Homo sapiens fibroblast growth factor 1 (acidic) (FGF1),
8|A 23 P213336  |FGF1 Hs483635  [fibroblast growth factor 1 (acidio) o™ ~opien® foreblast growth faelor | 2122867 down 4234012 down
nerve growth factor receptor Homo sapiens nerve growth factor receptor (TNFR
9|A-23.P389897  INGFR Hs.415768 | TNFR superfamily, member 16) |superfamily, member 16) (NGFR), mRNA [NM_002507] 23.03998 down 3064351 down
10[A23P96158  |KRT17 Hs.2785 keratin 17 Homo sapiens keratin 17 (KRT17), mRNA [NM_000422] 3095973 down 1817780 down
11|23 P107283  [HoXB2 Hs514289  |homeobox B2 [ G etz (2 (HRREERD), mirit 3119959 down 31.77469 down
[NM_002145]
Homo sapiens homeobox A3 (HOXAJ), transcript variant
12|A 23 P501538  [HOXAS 5659337  |homeobox A3 o oo 33.35369 down 1809414 down
13|A 23 P58321  |GONAZ Hs58974  |oyolin A2 Homo sapiens cyclin A2 (CCNA2), mRNA [NM_001237] 3380436 down 3961835 down
) Homo sapiens scinderin (SCIN), transcript variant 2.
14|A23P157136  [sCIN Hs.655515  |scinderin IR 3578193 down 7.72451 down
15(A 23 P215454  [ELN Hs.647061  |elastin Homo sapiens elastin (ELN), transoript variant 1, mRNA 37.86731 down 5246331 down
[NM_000501]
- |Homo sapiens stimulator of chondrogenesis 1 (SCRG),
16|A 23 P167159  |SCRaT Hs.7122 stimulator of chondrogenesis 1 (o2 Saene =3 39.33724 down 2493044 down
heart and neural crest Homo sapiens heart and neural crest derivatives
17|A-23.P373521  |HAND2 Hs388245 | erivatives expressed 2 expressed 2 (HAND2), mRNA [NM_021973] 4160050 down 3286138 down
- . Homo sapiens cancer susceptibility candidate 5 (CASCB),
18|A23P100127  [cASCS Hs.181855  [oancer susceptibilty candidate § |12 s2piens cancer susceptlailty cand 42.70049 down 4923346 down
19|A 23 P122197 |cONBI 1523960 |oyclin B1 Homo sapiens cyclin B1 (CGNB1), mRNA [NM_031966] 4274203 down 4484546 down
20[A 23 P146274  |STMNZ Hs521651  |stathmin-like 2 Homo sapiens stathmin-like 2 (STMN2), mRNA 4326243 down 38.34229 down
[NM_007029]
g Homo sapiens T-box 5 (TBXS), transcript variant 1,
21|A 24 P30s57  |TBXS Hs.381715  [T-box 5 A 4504174 down 3762053 down
! Homo sapiens paired box 6 (PAXE), transeript variant 1,
22|A 33 P3330149 |PAX6 5270303 |paired box 6 IR 4652534 down 30.35840 down
23|A 24 P416370  |HOXB4 Hs.664706  |homeobox B4 '[";,;‘“%zsjg;?sa‘s e (1 (), mRA 48.99025 down 7559501 down
& phosphodiesterase[Homo sapiens spt lin phosphodiesterase 3,
24|A 23 P163567 |SMPD3 5368421 |3, neutral membrane (neutral |neutral membrane (neutral sphingomyelinase ) (SMPD3), 49.28304 down 2549599 down
sphingomyelinase I mRNA [NM.018667)
dickkopf homolog 1 (Xenopus Homo sapiens dickkopf homolog 1 (Xenopus laevis)
25|A 23 P24129  |DKKI Hododgy  |fickko AP HA o s 4939177 down 47.30847 down
sarcoglycan, gamma (35kDa .
can, garmn Homo sapiens sarcoglycan, gamma (35kDa dystrophin-
26|A 23 P423237  |SGCG HesTI6?  |dvmrohin anacinad o T e e Iy e 5023103 down 1321567 down
e m iens integrin, alpha 6 (ITGAG), transcript variant,
27|A23P210176  [ITGA6 Hs.133397  [integrin, alpha 6 2.?3@“&&6%55?0"] alpha 6 ( ), transoript varian 53.34168 down 45.93769 down
28|a 23 P212sas  |TACGS He 104019 |transforming, acidic coiled-coil |Homo sapiens transforming, acidic coiled-cail containing 5295437 o 5058793 o
-oe! - containing protein 3 protein 3 (TAGC3), mRNA [NM_006342] : ! - !
29|A 33 P3377529  [HOXA4 Hs533357  |homeobox A4 [ s o A G R 57.78450 down 9833543 down
asp (abnormal spindle) homolog, |Homo sapiens asp (abnormal spindle) hamolog,
30[a23P52017  |ASPM Hs.121028  |microcephaly associated icrocephaly associated (Drosophila) (ASPM), mRNA 65.81075 down 7001885 down
(Drosophila) [NM_018136]
31|a 23 P3i6s11  |HOXB3 Hs.654560  |homeobox B3 [ G irimsizes () (HREE) mifht 65.99564 down 33.93036 down
[NM_002146]
insulin-like growth factor binding |Homo sapiens insulin-like growth factor binding protein 3
32|A 23 P215634  |IGFBP3 Hodsozgo [l e el A g L 6736516 down 6617660 down
33|A 2365757  |CONB2 Hs.194698  |cyclin B2 Homo sapiens cyclin B2 (CCNB2), mRNA [NM_004701] 71.74918 down 79.26724 down
34|A 23 P370588  |HOXBS Hs514202  |homeobox B8 'E‘,f,;‘“%zsjg;%a‘s ez () (RO, mRi 7656639 down 2389782 down
35|A 33 3421243 |AFP Hs518808  |alpha-fetoprotein 'E';&"%gff;’is alpha~fetoprotein (AFP), mRNA 91.34399 down 55.39948 down
36|A 23 Ps5281  |HOXBY Hs436181  |homeobox B7 [ CEIES (el B (RN A 98.93823 down 4419750 down
[NM_004502]
37|24 P218805  |HOXC10 Hs44276  |homeobox G10 E'm“af;fg;’]‘ et GO (HOEID), mA 116.49500 down 100.85654 down
38|A 23 P25150  |HOXCY Hs.658823  |homeobox C9 [l G eI etz GO (ONED), mA 12249983 down 22203098 down
[NM_006897]
cartilage oligomeric matrix Homo sapiens cartilage oligomeric matrix protein
39|A 24 P264943  |cOMP Hs.1584 e e e sose] 12696592 down 201.15356 down
Homo sapiens homeobox G4 (HOXGA), transcript variant
40[A 33.P3300975 |HOXC4 Hs549040  |homeobox G4 e e e 13116129 down 304.63330 down
41|A 33.P3264528 |HOXAT1 Hs.249171  |homeobox A1 [l et (remesiizs AU (RELD) miRht 136.72766 down 157.62318 down
[NM_005523]
- —[Homo sapiens TEK tyrosine kinase, endothelial (TEK),
42|A 23 P37a695  |TEK Hs:89640  [TEK tyrosine kinase, endothelial [Fioro SoPiene TEK 168.16338 down 99.82339 down
! Homo sapiens secreted phosphoprotein | (SPP1),
43la2spPr3ia |spPi Hs.313 secreted phosphoprotein 1 o e e T 00400561 17012749 down 197.49605 down
Homo sapiens homeobox A10 (HOXAT0), transcript
44|A24P77904  |HOXA10  [Hs110637  |homeobox A10 P e 21257760 down 101.90968 down
Homo sapiens homeobox C6 (HOXC6), transcript variant
45(A 33 P3300965 [HOXC6 Hs.549040  |homeobox C6 P e et oo 24746118 down 65167040 down
46| 23 P66os2  |HOXBG Hs98428  |homeobox B6 e e (8 (X E0) iR 385.91574 down 199817210 down
47|A 23 P363316  |HOXBS Hs.654456  |homeobox BS '["bf’;‘“%gzafx%‘s ez (8 (HOED), mRiA 489.89343 down 45547385 down
48|a 23 P70968  |HOXA7 5660918 |homeobox A7 e Gt irimsizes 9] (HREE) Gt 547.44600 down 27453156 down
[NM_006896]
49|A 23 P500998  |HOXA9 Hs.659350  |homeobox A9 B;’m ;;;"3‘;35 (nieees: A GIRED) A 592.35516 down 493.90430 down
50[A 24 P124558  |HOXC8 Hs.664500  |homeobox C8 [l G (e G (ONED), mlA 59418225 down 534.99910 down

[NM_022658]




