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Supplementary 1. Maximum-likelihood trees.

The tree inferred from the concatenated ND5 (a) and COI (b) loci with bootstrap
percentages for 1,000 replicates and An. rivulorum as an outgroup. Bootstrap values under
70% are not shown. A: An. rivulorum; B: An. funestus-like clade I; C: An. parensis clade II;
D: An. funestus clade I; E: An. funestus clade Il, An. parensis clade I and An. vaneedeni

clades I; F: An. funestus-like clade II; G: An. vaneedeni clade 11.



