Genotype 3a

Genotype 1b

PKR

Genotype 2a

Genotype 1b

PKR

HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDNELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDVELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESESKVVILDSFEPLRAEPDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESESKVVILDSFEPLRAEPDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAEADDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAEDDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVVLDSFEPLRAETDDVEPSVAAEC
HPDAELVNANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAQTDDAELSVAAEC
HPDAELVDANLLWRQEMGSDI---TRVESKTKVVILDSFEPLRAEDDDAELSVAAEC
HPDVELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAEPDDIELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDVELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDTELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLKAETDDIELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSAAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAEPDDTELSVAAEC
HPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLKAETDDTELSVAAEC
YPDAELVDANLLWRQEMGSNI---TRVESETKVVILDSFEPLRAETDDAELSVAAEC
HPDAELVDANLLWRQEMGSYI---TRLESETEVVVLDSFEPLRAETDDTELSVTAEC

SPDVDLIEANLLWQQVMGGNI---FRVESENKVVILDSEVPLRAEEDEREISTPAEL
SPDADLIEANLLWQQEMGGNI---TRVESENKVVILDSEEPLRAEEGEREVSVPAEI
PPDIDLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPLRTEEDEGEISVAAEI
SPDVDLIEANLLWRQEMGGNI---TRVESENKVVVLDSEEPLRAEGDENEISIAAETL
SPDADLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPLRAEEDEREVSVAAETL
SPDTDLVEANLMWRQVMGGSI---TRVESENKVVILDSEVPLRTEEDEREVSVPAETI
SPDVDLLEANLLWQQEMGGNI---TRVESEKKVVILDSFEPLRAEEDEREMSVPAET
SPDADLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPIRAVEDEREISVPAEI
RrGMBFKEIELIGSGGFGQVFKAKHREBGKTYVIKRVKENNE - - ~-KAEREVKALAKL

YDVDMVDANLL----MEGGV---AQITEPESRVPVLDFLEPMAEEE-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMVEER-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESGSKVVVLDSLDPMVEER-SDLEPSIPSE
HDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMVEEE-GDLEPSIPSE
YDVDMVDASLF----MGGDV---TRIESESKVVVLDSLDPMAEEE-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEER-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEEK-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEER-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEER-SDLEPSIPSE
YDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEDR-SDHEPSIPSE
YDVDMVDASLF----MRGDV---TRIESESKVVVLDYLDPMVEET-SDREPSIPSE
YDMDMVEANLF ----MGGDV---TRIESESKVVVLDSLDSMVEER-SDLEPSIPSE
YDVDMVDANLF----MGGGV---IRIESESKVVVLDSLDSMTEEE-GDLEPSVPSE
HDVDMVDANLF----MGGDV---TRIESESKVVVLDSLDPMAEER-SDHEPSIPSE
YDVDMVDANLF----MRGDV---TRIESESKVVFLDYLDPVVEEE-RDLEPSIPSE
YDVDMVDANLF----MRGEV---TRIESESKVVILDYLDPMTAEE-SDLEPSIPSE
HDVDMVDANLF----MGGGE---VWIESESKVVVLDSLDSMAEEK-SDLEPSIPSE

SPDVDLIEANLLWQQVMGGNI---TRVESENKVVILDSEVPLRAEEDEREISTPAET
SPDADLIEANLLWQQEMGGNI -—-TRVESENKVVILDSEEPLRAEEGEREVSVPAET
PPDIDLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPLRTEEDEGEISVAAET
SPDVDLIEANLLWRQEMGGNI -—-TRVESENKVVVLDSEEPLRAEGDENEISTAAET
SPDADLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPLRAEEDEREVSVAAET
SPDTDLVEANLMWRQVMGGST -—-TRVESENKVVILDSEVPLRTEEDEREVSVPAET
SPDVDLLEANLLWQQEMGGNI -—-TRVESEKKVVILDSEEPLRAEEDEREMSVPAET
SPDADLIEANLLWRQEMGGNI---TRVESENKVVILDSEDPIRAVEDEREISVPAETL
RroMBFKETELIGSGGFGOVFKAKHREBGKTYVIKRVKENNE - - ~KAEREVKALAKL
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PSLKATCTTHHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSEFDPIRAVEDEREISVPAET
PSLKATCTTHHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSFDPLRAEEDEREVSVPAET
PSLKATCTTHHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSEFDPLRAEEDEREVSVPAET
PSLKATCTTRHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSFDPLRAEEDEREISVPAET
PSLKATCTTHHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSFDPLRAEEDDREVSVPAET
PSLKATCTTRHDSPDADLIEAHLLWROEMGGNITRVESENKVVILDSFDPLRAEEDEREVSVPAET
PSLKATCTIHHDSPDADLIEANLLWROEMGGNITRVESENKVVILDSFEPIRAEEDEREVSVPAET
PSLKATCTTHRDSPDVDLIEANLLWROEMGGNITRVESENKVVILDSFEPLRAEEDEREPSVPAET
PSLKATCTTRHDSPDADLIEANLLWROQEMGGNITRVESENKVVILDSFDPLHAEEDEKEVSVPAET

PSLRATCTTHSNTYDVDMVDANLL----MEGGVAQTEPESRVPVLDFLEPMAEEESDLEPSIPSEC
PSLRATCTTHGKAYDVDMVDANLEF----MGGDVTRIESESKVVVLDSLDPMVEERSDLEPSIPSEY
PSLRATCTTHGKAYDVDMVDANLF----MGGDVTRIESESKVVVLDSLDPMVEERSDLEPSIPSEY
PSLRATCTTHGKTHDVDMVDANLE----MGGDVTRIESESKVVVLDSLDPMVEEEGDLEPSIPSEY
PSLRATCATHGKTYDVDMVDANLF----MGGDVTRIESESKVVVLDSLDPMAEERSDLEPSIPSEY
PSLRATCTTHGKTYDVDMVDANLE----MGGDVTRIESESKVVVLDSLDPMAEERSDLEPSIPSEY
VSLRATCATHGEAYDVDMVDANLF----MRGEVTRIESESKVVILDYLDPMTAEESDLEPSIPSEY

PSLRATCTTYGRAHDVDMVDANLE----MGGGEVWIESESKVVVLDSLDSMAEEKSDLEPSIPSEY

G- SSGSSAVDSGTATGPPDOASDDGDKG
G SSGSSAVDSGTATAPPDGPSDDGDAG
G- SSGSSAVDSGTATAPPDQSPDDGDAG
G SSESSAVDSGTATAPPDQPSDNGDTG
G- SSESSAVDSGTATIPPDOQALDDGDKG
G SSESSAVDSGTATAPPGQSSDDVDTG
G—————————— GSGSSAADSGTATAPPDQTSDDGDKE
G SSGSSAVDSGTATAPPDOASNDGDKE
G~ SSGSSAVDSGTASAPPDQSTDNGDTG
GQPPSSGDAGSSTGAGAAESGGPT-SPGEP----- AP
GQPPPSGDSGLSTGADAADSGSRT-PPDEL----— AL
GQPPPSGDSGLSTGADAADSGSRT-PPDEL-—-—-—— AL
GQPPPSGDSGLSTGADAADSGSRT-PPDES—-----— AL
GQPPPSGDSGLSTGADAADSGGQA-SPDEL-—-—-—— AL
GQPPPSGDSGLSTGADAADSGGRT-PPDEL----— AL
GQAPPSGESGLSTGADAADSGGRT-PPDES——-—-—— AL

GQPPPSGNSGLSTGADAAGSGGRT-PPDEL----— AL
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PSLKATCTTHHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPIRAVEDEREISVPAET
PSLKATCTTHHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPLRAEEDEREVSVPAET
PSLKATCTTHHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPLRAEEDEREVSVPAET
PSLKATCTTRHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPLRAEEDEREISVPAET
PSLKATCTTHHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPLRAEEDDREVSVPAET
PSLKATCTTRHDSPDADLIEAHLLWRQEMGGNITRVESENKVVILDSFDPLRAEEDEREVSVPAET
PSLKATCTIHHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFEPIRAEEDEREVSVPAET
PSLKATCTTHRDSPDVDLIEANLLWRQEMGGNITRVESENKVVILDSFEPLRAEEDEREPSVPAET
PSLKATCTTRHDSPDADLIEANLLWRQEMGGNITRVESENKVVILDSFDPLHAEEDEKEVSVPAET

PSLKATCQTHRPHPDAELMBANLLWRQEMGSNITRVESEERKVVILDSFEPLRAETDDNELSVAAEC
PSLKATCQTHRPHPDAEL NLLWRQEMGSNITRVESE@KVVVLDSFEPLRAETDDVEPSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSNIVRVESERKVVVLDSFEPLRAETDDAELSVAAEC
PSLKATCQTHRPHPDAEL NLLWRQEMGSNITRVESE@KVVILDSFEPLRAETDDAELSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSNITRVESERKVVILDSFEPLRAETDDDELSVAAEC
PSLKATCQTHRPHPDAEL NLLWRQEMGSNITRVESE@KVVILDSFEPLKAENDDVELSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSNITRVESERKVVILDSFEPLRAETDDVELSVAAEC
PSLKATCQTHRPHPDVEL NLLWRQEMGSNITRVESE@KVVILDSFEPLRAEPDDIELSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSNITRVESEERKVVILDSFEPLRAEPDDTELSVAAEC
PSLKATCQTHRPHPDAEL NLLWRQEMGSNITRVESE@KVVILDSFEPLKAETDDTELSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSNITRVESEEKVVILDSFEPLRAETDDAELSVAAEC
LSLKATCQTHSPYPDAEL NLLWRQEMGSNITRVESE@KVVILDSFEPLRAETDDAELSVAAEC
PSLKATCQTHRPHPDAELMBANLLWRQEMGSYITRLESEREVVVLDSFEPLRAETDDTELSVTAEC
PSLRATCTTHSNTYDVD NLL----MEGGVAQTEPESRVPVLDFLEPMAEEESDLEPSIPSEC
PSLRATCTTHGKAYDVD ANLEF----MGGDVTRIESESKVVVLDSLDPMVEERSDLEPSIPSEY
PSLRATCTTHGKAYDVD NLF----MGGDVTRIESESKVVVLDSLDPMVEERSDLEPSIPSEY
PSLRATCTTHGKTHDVD ANLF----MGGDVTRIESESKVVVLDSLDPMVEEEGDLEPSIPSEY
PSLRATCATHGKTYDVD NLF----MGGDVTRIESESKVVVLDSLDPMAEERSDLEPSIPSEY
PSLRATCTTHGKTYDVD ANLF----MGGDVTRIESESKVVVLDSLDPMAEERSDLEPSIPSEY
VSLRATCATHGEAYDVD NLF----MRGEVTRIESESKVVILDYLDPMTAEESDLEPSIPSEY
PSLRATCTTYGRAHDVD ANLEF----MGGGEVWIESESKVVVLDSLDSMAEEKSDLEPSIPSEY

Gs-[Emma_ SGSSAVDSGTATG--~PPDQASDDGDKG
GS—m===—- SGSSAVDSGTATA---PPDGPSDDGDAG
GS—m===—- SGSSAVDSGTATA---PPDQSPDDGDAG
Go-[Ee— SESSAVDSGTATA---PPDQPSDNGDTG
GS—m===—- SESSAVDSGTATI---PPDOALDDGDKG
Go-[Ee— SESSAVDSGTATA---PPGQSSDDVDTG
clem SGSSAADSGTATA---PPDQTSDDGDKE
GS-m=———- SGSSAVDSGTATA--~PPDQASNDGDKE
Gs-— SGSSAVDSGTASA---PPDQSTDNGDTG
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