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Multiple sclerosis
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Uterine leiomyoma

Gene SNPid genotype LR Studies Samples  post-test
probability
prevalence 33%
rs7913069 CT 1.41 7 48330 41%
BEHL rs2280543  CC 1.05 6 45295 42%
TNRC6B  rs12484776 AG 1.03 6 45295 43%
TNRC6B  rs138039 GG 1.20 1 9746 47%
([) 510 1(I)O
Risk (%)
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Asthma LR

Gene SNPId Genotype Studies Samples Post-test
Probability
Prevalance 13%
GSDMA rs3894194 GG 0.80 6 34622 11%
rs1837253 CC 1.17 4 65330 12%
DENND1B rs1924518 GG 1.05 4 11737 13%
rs1701704 TT 0.93 3 70166 12%
PBX2 rs204993 AA 1.14 3 70166 13%
rs412657 TT 1.22 3 70166 16%
IL18R1 rs3771166 GA 1.03 3 34622 16%
rs1342326 AC 0.86 3 34622 15%
DENND1B rs2111931 TT 1.11 3 8025 16%
CRB1l rs2786098 GG 1.11 3 8025 17%
PDE4D rs1588265 AA 1.36 3 1205 22%
ILIRL1 rsl1420101 CT 1.04 2 102962 23%
rs10508372 GA 0.99 2 65330 23%
rs7686660 TT 1.18 2 65330 26%
NOTCH4 rs404860 TT 1.19 2 65330 29%
C6orfl0 rs570963 AA 1.14 2 65330 328
rs3117098 GA 1.09 2 65330 343
rs3129890 TT 1.10 2 65330 36%
C6orfl0 rs3129943 AA 1.11 2 65330 38%
rs7775228 TT 1.11 2 65330 413
rs9275698 AA 1.05 2 65330 423
BTNL2 rs10947262 CC 1.11 2 65330 45%
C6orfl0 rs10484560 GG 0.92 2 39919 43%
IL13 rs1295686 CC 0.78 2 34622 37%
rs9273349 TT 0.85 2 25735 33%
SMAD3 rs744910 GA 0.99 2 20119 33%
RORA rsl11071559 CC 1.32 2 20119 40%
IL2RB rs2284033 GA 1.01 2 20119 40%
GAB1 rs3805236 GG 1.14 1 35083 43%
NOTCH4 rs443198 AG 1.00 1 35083 43%
rs3130299 AA 0.93 1 35083 413
BTNL2 rs3806156 GG 1.11 1 35083 443
rs6457617 CC 0.85 1 35083 40%
rs9500927 GG 0.93 1 35083 38%
SLC22A5 rs2073643 TT 1.10 1 20119 403
rs1882766 CT 0.98 1 4836 40%
| | 1
10% 50% 100%

Risk (%)
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Gene SNP Id genotype LR Studies Samples Post-test

Bipolar Disorder probability

Prevalence 1.0%
PBRM1  rs2251219 TT ' 1,10 5 15751 1.1%
ANK3 rs10994397 cT ' 1.29 3 16731 1.4%
NCAN rs1064395 GA 1.14 2 49827 1.6%
oDz4 rs12576775 AA i 0.94 2 16731 1.5%
157276288 ccC 1.15 2 16731 1.8%
SYNE1 rs9371601 GT 1.04 2 16731 1.8%
ANK3 rs1006737 cT 1.30 2 10596 2.3%
CACNAIC rs1006737 GG 0.90 2 10596 2.1%
rs12899449 AA - : : - 1.08 1 10596 2.3%
MADIL1  rs420259 cT 1.14 1 6024 2.6%
PALB2 rs4939921 AA : - 1.10 1 5000 2.8%
MYOS5B  rs4939921 TC 1.39 1 3469 3.9%
rs2709736 cT 0.88 1 3409 3.4%
rs1825828 T . - 0.80 1 2034 2.8%

I | | 1 1
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