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Supplementary Figure 1
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Supplementary Figure 2.A

RainDance 384 Member Primer Panel
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Supplementary Figure 2.B

RainDance 384 Member Primer Panel

Predicted Amplicon Histogram
60

50
40
30
20
10

, |l A l_l.I i

©C O O O O O O
M WO O N v 00 o
S T T UL BN W

o
10 '
40
70
100
130
160
190
220 -
250 -
280
310 —
340
370
400

640
670 -
700 -



Supplementary Figure 3.A




Supplementary Figure 3.B
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Supplementary Figure 4
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