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Malassezia_globosa 240 - IQPFINSSETNRNTLPRV.RGANNQPTALPT -------------- PSFENSAKNVSFSTSSNAASNKKRMAALDPGD - - - - - 302
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Candida_glabrata 340 GSNGHGT - - --- - - - - - - - - - - - AKNNEMVRTSMTL SGMLVLPANTTVNVKRQDDASGSSRKRGSIVFEG - - - - - - 415
Rhizopus_oryzae 197 ININQTMTTRGPTPDTTRNQFFISGESEATSMRAYLL - - - ---- - - - ETSNGITGMTAPI TEKBKA - - - - - - 252
Mucor_circinelloides 228 YSVNTTTTH N QPVGSVTGMTTPINLSEBKI - - - - - - 282
Phycomyces_blakesleeanus 230 FSLNTTLTS ETQNGQMTFGPPIEIQEKS - - - - - - 284
Coprinopsis_cinerea 210 ITSEETPWLRD - EDGWRLQYLIRGEEPSTNMTAYVLDD - - --- - - - - - - --TRVFGPIYETEKS - - - - - - 259
Laccaria_bicolor 214 IANQS - LWLRD - EEGWR 1 -TKVAGPI YEAlBKS - - - - - - 263
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Neurospord crassa 2 I I PSTVNTNNADRSMTLRGLG - PFAKEQFYLKGEDPNVTMTAYEVEPN- - - - - - - - IGQPGGTVYPGVTETHKT - - - - - - 284
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Tuber_melanosporum YHMVRD S -DFG DINNQKDLFHRSYSYFDTNS NYIGNATDLFLTAKNN - - - - - - - 545
Emericella_nidulans HNLVRS M- SLG SG - - - - - - - e - e e e KYLTYSYDTSAAPS - -GRISNP - 572
Aspergillus_niger HSLVRN S-1LG EGPRA - -NVSYGMRDPNG SYLGAAYYLNAVSSLHESIWIS - 595
Claviceps_purpurea WTLVQS S-SLG RSESWGMMQSYGARDLKG- - - - - - - - - SFLGAVYFLSSAERKWNWI SGG - 608
Sordaria_macrospora YRLVQS - SMG LPGQKGFNSSYYIKNETN- - - - - - - - - NYPGSAHIFSGSSKDAVSVGLT - 686
Botryotinia_fuckeliana YGIVRA - TMA VPGDTGFDASYGVHRTANQS NYPGAVHDQSIGGINS I PHTMV - 659
Candida_glabrata YQVVQS -ATQ QPGMYGFNMTYGVRVANS - - - - - - - - - - - NFPGEARTPTSAGTVTMPGLAL - 638
Rhizopus_oryzae YHVVQS -YLQ VGDLARDQYGYWQTGDI I INN-TAHQFGVNNPTCNRMGLDAKLFTITSHGYRLLEN - 458
Mucor_circinelloides YHVVQS - FMQ DADLALVQYGYWQNGTASVNG-TTFHFDINNPTCNRLGVLTNQPVVIDNGSGVIKAG 497
Phycomyces_blakesleeanus 412 - - - - - - - - - - - - GPW YRVVQS -FLQ IGDLAMYQYGYWQNGELSAND-TTFTYDVNHPTENRNGLDTTLLVISEAINIKVSG - 495
Coprinopsis_cinerea 40[ NLPPF TAVDRA -FLG TSQFNGAASYGIGYID- - - - - - - - ----- - - GKEGDEKEGLTGQAQDRYGNVWCALG 477
Laccaria_bicolor 418 TLPQM TSVDRA -FL TRKFNAAASYGVGYVD - -GADGDEGEGLVGGAQDRWGNVWCHLG 492
Moniliophthora_perniciosa 279 - - - - = - = - - - - - - - - - oo - - oo oo ETTQRP -KSPYQVYPIL - - - - - - - - - o o - o o o o o o o oo o oo oo f oL ooo oo 292
Piriformospora_indica 452 - - - - - - - - ok HAVDRA P - TLNWR RKGITAERSYGVGFIDKEGD - - - - - - - -DVSGGGQEGAGRTGRSQDPYGNVWCNRM 527
Neurospora_crassa 402 - - - - - - - - - YSLASS L -DLGFA KAGYGLEFSYGEVSNVTG -LITENAPGVEFYESGSALLNISWRTF - 474
Yarrowia_lipolytica 559 - - - - oo GR QKIVQDEDA - SLGEQ KQHRNRELSYGLRSDDGD - - - - - - - - --- - - ITCSYLGAVYFLDGARAVTLSVALM - 630
Mixia_osmundae 47T NDTLQGFDLVQP F P, ELVQAS FPLFGWT LPGITAEGSYGAMQALPAPQR-AGG----DARSTLMQADDRYGNVYCNSLDVNVLLA 570
Melampsora_larici 475 - - - - - - - - men e FS DYVAAT P - FFGWK SRQSTSSAYGYTKYLNSIDLQ-GGD--ENGNRMGGFRSTDRFGNVFCNALGSDLNFD 557
Malassezia_globosa R EMVTRT - RWTVTAQRDYGAFADAGSDGYGVGQNGGAGPDGMRFGGAYTRYVAQDAFGHVYCNAM 5%

Cryptococcus_neoformans -
Cryptococcus_gattii -
Candida_parapsilosis 536 -
Debaryomyces_hansenii 516
Lachancea_thermotolerans
Schizosaccharomyces_pombe -
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Aspergillus_niger 596 LYMVIGVWTSFWILG- - - - - 610
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Sordaria_macrospora 687 - IVVLVLWRRWSFCELGQC- - 704

Botryotinia_fuckeliana 660 - ---------FGAALLSTVLMLSGI - - - - - 674
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Yarrowia_lipolytica 631 - -----------AVSFLFVVLW- - - - ----
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Melampsora_larici 558 RMGSASDLRFQWLGLVGLIGFHVGVQVLLNLF
Malassezia_globosa 597 HVDRLFREASTGAPMRT IMP SWRIWTATLSTIYILSALVLG- - - - - - - - - - - oo o oo o oo oo oo oo oo oo oo oo o oo
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Supplementary Figure 1. The C-terminal modulatory region of Midl is not
conserved among fungi. The multiple alignment of the primary structure of Midl from
28 species of fungi. The sequences were aligned with ClustalW multiple alignment
program (22) and viewed with Jalview (43). Black filled triangles indicate 11 conserved
cysteine residues among fungi and black filled ovals indicate two conserved CP (cysteine
and proline) dipeptide motif. The 24 amino acid C-terminal modulatory domain is
indicated by the grey box. Shaded regions correspond to amino acid similarity in Midl
among fungi.
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