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Table S1. Oligonucleotide primers used in this study.

Primer Sequence (5'-3") Use
ceaS2- ACGGAGCCTGGTACTGACGGAGTCTGGAGACCGCT Forward primer
Redirect for ceaS2
For CATGATTCCGGGGATCCGTCGACC REDIRECT
mutagenesis
ceaS2- ACCCGAAGGCAGCCGGAAGAACCGGTGCCCCATGA Reverse primer
Redirect for ceaS2
Rev TCATGTAGGCTGGAGCTGCTTC REDIRECT
mutagenesis
Mutate CAGCGGCCCGTTCCCACCCCTTG Forward primer to
ceaS2-For amplify ES7TW-
ceaS2 fragment
Mutate ACCCGCGGTGAACCAGTGGCGGGTCAGAACGAAG Reverse primer to
ceaS2- amplify ES7TW-
Rev TC ceaS2 fragment;
Sacll site is
underlined;
mutagenic bases
shown in bold
italics
ceaSl-exp | TATTAATCATATGGCCACCACGACCGCGAAAG Forward primer
For for ceaS1
expression
ceaS1- ATTAATGGATCCGGGGCCGGGCATGGTGAACTC Reverse primer
exp-Rev for ceaS1
expression
ceaS2- AGGCCGCGTCGATTCTCTTC Forward primer for
RT-for ceaS2 RT-PCR
ceaS2- CGGCGGGTTGGGGACGGT Reverse primer for
RT-rev ceaS2 RT-PCR
blsl TCCTGAACGGACGGTTCGC Forward primer
forward for bls1 RT-PCR
bls1 AGGGCAGTTCCCTGACGAGTT Reverse primer

reverse

for bls1 RT-PCR




CAN169 | CGGCTGCTGGAACGCTATGACCT Forward primer
for bls2 RT-PCR
CAN170 | CCGCCGGAGAGCACCACCAA Reverse primer
for bls2 RT-PCR
hrdB RT- | ATTCCGCCAACCCAGTGGAAGAATG Forward primer
forward for hrdB RT-PCR
hrdB RT- | TCCTTCTTGGACGCGGTCTTCTTG Reverse primer

reverse

for hirdB RT-PCR




