Supplementary Figure 1. Nucleotide and deduced amino acid (upper case)esegs of the trout IL-17A/F2 mRNA.

Position of the introns is indicated by arrows ahd predicted signal peptide is highlighted in gristability motifs

(ATTTA) and the polyadenylation signal in the 3'-BTare in bold. Start and stop codons for transtasice boxed, anh-

glycosylation sites are highlighted in dark grey.
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M EL KS NV S K Y L vV v.CCV S ML L GLTMAK
cagagat cagagfat gjgagct caaaagcaacgt gt cgaagt acct g ¥ gt t gt gt gct gt gt gt ct at get gct gggect gaccat ggcgaaa

GMKV TKERTCHENBEI L | PSDFVYZKIPTETESTETGN
ggaat gaaggt gacaaaggagaggt gt aacgaaacact gat cat ccctt cagact t ct acaagat t cccacagaggaat cagagggaaat

G NI HTRSL S P WT WK S T TV ENRI P QT MWE A E
gggaacatt cacacacgct ct ct gt caccct ggacct ggaa Y aagcact acagt ggagaaccgt at t cct cagaccat gt gggaggccgag

CSSMYCVYPTRHNERES QYMRYRQNSVPI YQQVYV
t gcagct ct at gt act gt gt ct accccaccaacagaagccagt acat gcgct acaggcagaact ct gt acct at ct accagcaggt cgt g

vV L YT SATIRIKZ CYSASFLSVAVGCTI CAWARTT
gt act ct acact t cagccaccaggaagt gct acagcgect cctt cct gt ct gt ggccgt ggggt gcacct gt gcct gggcaaggact act

*

gt agcct gcagt acact acat ctatggccttactttgtttggttattcatttaattcaatccaaatgtaatgtattttaatttaaa
gt aact agggagggccaacat tt gt t aat cccact aagcagaagaat t gact gt gaat agt t gagt agaat t caagaaaaagat ccccat
tgacat at gt cct at tt gagcaat aaaacatttttaaaacccaaaaaaaaaaaaaaaaaaaaa



Supplementary Figure 2. Nucleotide and deduced amino acid (upper case)esegs of the trout IL-17RA mRNA.
Predicted signal peptide and transmembrane domrairhighlighted in grey. Start and stop codons fanglation, and

upstream ATGs are boxed. Instability motif (ATTT&)d the polyadenylation signal in the 3'-UTR ar&daid.

1 agacgtcgtaccgaccttcctttacgggtagttctggggatttaccttcfat gagacatttcgtggeatctajatgtattgtctgtctagta
91 tagcctgetgtattgtacagtaafatgegegtttgeagattagagagtttttctttgtttcaatcgt gacgt gt gcgetacatttfatglatt

1 M
181 cccajatgacaatt ggaafatgtgttgttgtttttgaget gt gaaafat gat t cgcagaaggaaagcet act t get t t t gact aaacgaaalat g|
2 KL L L TVGLULULAFVSTSSSLIRI L EWPTULNTGCT

271 aagttacttctcacggtgggattgttgttggegtttgtctctacttcatcaagtctacggattttggaatggcccacact aaact gt act

32z Q E GL RCEANI NNCLIDPGWLIKWPWRYTWPS S VPV
361 caagagggttt gagat gt gaagccaacat caat aact gcct ggat cct gggt ggt t gaagcect t ggecgcet acact cct agcagcccagt g

62 N L E V E L DTRIKDEEGHLVPVLVARWKAU® QDD G
451 aacct agaggt ggagct ggacact agaaaagat gaggagggacacct ggt gcct gt t t t agt ggcccgat ggaaagct caggat gacgga

92 S I S S L K GTEULHVL KEATNWQOONLTCVIRYETFFDK
541 agcattagttccct gaaaggaacagagctt cat gtttt gaaggaagccacaaaccagaat ct gt gt gt t cggt at gaatt ct t cgacaag

122 M S MRNWPAY EKWSVFSLDRVVV EPSGL SY VYV SYV
631 at gt ccat gcgt aat ccagcat at gaaaagt ggt ct t t ct ccct ggat cgagt ggt ggt t gaacccggcect gt cat acgt t gt ct cagt ¢

152 S N L P K P NL KHS GY NI DKMHI TV PDT CIKUDUZPIKI Q
721 tccaacctccccaaacccaacct gaaacact ct ggtt acaacat cgat aaacat at cact gt gcccgat t gt aaagat cccaagat t cag

182 R S K v CL E S GSLWRPNTTULIERSTGPQGRTTL
811 aggagcaaggt gtgtttggagagcgggagt ct gt ggagacct aacact acgct ggageggt ct act ggaccacaaggcagaaccacgct ¢

222 T V G F S T D QH SHNY SV SLLCSSNROQWOQQDTTDWM
901 actgttgggttcagtacagaccagcact cacacaact acagt gt ct cact act gt gct ccagcaacagacaat ggcaggacacagacat g

242 T N Q T wlL TV V FDLEIKWPOQTTCCYUFDVEI HPFF
991 accaaccagacat ggct gact gt agt gtt t gacct ggagaagt ggccccagacct gtt gctatttt gat gt ggagat ccatcegtttttt

272 S R C NN DCVRRRKTFNI CETSZPTVLTGUDS S S
1081 agccgttgcaacaacgact gt gt acgaagaaggaaaacgt t caacat at gt gagacct ct ccaact gt gt t aacgggagat t ct t cat ct

302 P K VENETANNARANTVAVAINIVICHCEVaVICHCHINVECEeNE R T R R
1171 cctaaagt ct acacagccat agcagccacggt ggt gt gct ggt cggt ggaat ggt ct gt t gt ct cgt ct gt caact acggacacggaga

332 KKV PP GPYPPAVEZPEVQTWPHLWPRVZPPIKVLYV
1261 aagaaagt cccaccaggcccct at cccccagct gt agagccagaggt ccagact cct cat ct ccccagggtt cct cccaaggt gt tggt g

362 | Y S Q bHPLYRIKI VL KL CAFLIOQAIKT CGTEVVL
1351 atctactctcaggaccatcctctctacaggaagat agt cct gaaget ct gt gccttcct ccaggccaagt gt ggaact gaggttgtgttg

392 DLLDTTWLGTVOGRLPWLEWQQRIOQQVNIKS S DK
1441 gaccttctagacacaacct ggct gggcact gt ggggagact accct ggct ggagt ggcagagacaacaggt caacaaat cat cagacaag

422 | L vV L C S RGVQAKWRAMCGQS S RYTLIRETDILRS
1531 atcctggtcctctgttctcgt ggegt ccaggccaagt ggagggegat gt gt ggccagagt cgt gt gacgt t aagagaggacct ccggt cg

452 P I DDMLTWPALNLIFLWPIDMQOQAAALGKY MV AY
1621 cccat cgacgacat gct gacgccggecct caacct ctt cct gcccgacat gcagcaggccgecgegcet agggaagt acat ggt ggect ac

482 F D E V G S ERDVZPSVFDI AVKYKLMKMHTEFTETETLC
1711 tttgacgaggt cggcagcgagcgt gacgt gccgt ct gt ctt cgacat cgct gt gaagt acaagct gat gaagcact t t gaggagcet ct gc

512 F R 1 L D Q E K Y AP GQVSHI EGI GVEEYFTTCUPFP
1801 ttcaggatcctggaccaggagaagt acgcaccgggacaggt cagccacat cgaggggat cggagt ggaagagt act t cacat gt ccaccg

542 G R DL RDAI EAF QAFQLENWPWDWFEQET CVDI N
1891 gggagggat ct gcgagacgccat cgaagectt ccaggegtt ccagt t agagaacccagact ggtt t gaacaggagt gt gt t gacat caac

572 A E E E V F AV TEYDALWLIEIKPVAPVLEUFVPEYR
1981 (gcagaggaggaagt gttcgcagt aacagagt at gacgct ct gct ggaaaagccggt cgcgect gttct agagtttgttccagaat acagg

602 N G P P VL EFVPEYRKSGPWPVLEFVPEFIRNSGTPP
2071 aatgggccacctgttctagagtttgttccagagt acaggaaggggccacctgttctagagtttgttccagagttcaggaat gggccacct

632 VvV L E F VPEYRNGPWPVLEFFWPEUFIRNGUPWPVL EF
2161 gttctagagtttgttccagaat acaggaat ggaccacctgttctagagttttttccagagttcaggaatgggccacctgttctagagttt

662 V P E Y R K E P P VL EFVPEYRIKUGPWPVLET CVUPEY
2251 gttccagaat acaggaaggagcctcctgttttggagttt gttccagaat acaggaaggggcect cct gtt ct agagt gt gt t ccagaat ac
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R K GP P11 S NY DV E I N ENSL GV QV STPEV KL E
aggaaggggcct ccaat ct ccaact at gat gt agagat caat gaaaacagcct gggagt ccaggt ct cgact cct gaagt gaaact ggaa

GHGTO CVLELULWPRVNSD SHOQMY/PSYPVVEATP
ggt cacgggacgt gt gt gct ggagcet t ct t ccaagggt t aact ccgacagccaccagat gt acccat cat acccagt cgt t gaggcccca

P GV LI S DLHPNALIESOQLTCGLSDULULULSEUPFPIL
cccggggt act t at ct ct gat ct gcaccccaat gccct ggagagt caact ct gt gggt t gt cagat ct t ct cct gagt gagccacccttg

A RENZCLIRL QEIRWGTADWIRTCUPLENEUEETETEAY S
gccagagagaact gt ct ccgect acaggagaggt ggggaacagcagaccgt t gccct ct agagaacgaggaagaggaggaggcat acagt

P S CQPSVDTULE QLMSLOQL SLCGL S A P E I T
ccttcttgtcaaccct ccgtt gacaccct ggaacaact cat gt ct ct ccagct gt cact ct gt ggt ct cagt gct at cccagaaat cacc

SVvsSsSTENGGYL SQPRGEMDLSLUPATMGA QQSI RL S
t ct gt gt ccacggagaacggct acct at cacaaccgcgt ggagagat ggacct at cactt cct gccacgat gggccaat cacgact gt cc

FSSI QVTUPPVPMDSOQI QYL L PL PEI THSOQP
ttcagct ccat ccaggttaccccacct gt accgat ggat agt cagat t cagt acct cctt cccct gcccgagat aacccact cccageeg

V EMEEGGEAMIKUPAAQEI KWRPYV S GSDLGY Il SR
gt agagat ggaggagggt ggggaggcgat gaagcct gct gcccaggagaagagacccgt cagt gggt cagacct gggct at at ct ccagg

S S FQQDSSVHYPVREDSUDSUZPLVALA ARLQQA
agct cctt ccagcaggact ct t ct gt ccact accct gt aagagaggacagcgacagt ccact ggt ggcact ggccaggct acaacaggct

L YL NN*
ctctacct aaacaat [t agat act ccggcet t ct gt aat aaaaacgaggagagaacgt t ct agaaaacggat gt t aat cat at at act ct gg
at cat aaacactttagttgttcagcatcgttttttcatgttgttataacactattgtctataaaagttttcctgatttcctgatttgaaa
at gat gaacaaacct ggagt caat gaat cagccaat gggt t t gt acagcat aat ccat atattt agttct gacat cacttccttat at ct
ggt t ggt acagggacaat aaaacgt gat cat gt ccat aaaaaaaaaaaaaaaaaaaaaaaaa



