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Supplemental Figure S3. Reproducibility of MS/MS analyses across preparations from
independent biological replicate samples. Three biological replicates for both An.
albimanus (AnaBBMV) and An. gambiae (AngBBMV) midgut preparations were analyzed by
MS. S3a-d, peptides per identified protein for each replicate (a) and spectra per identified
protein (b) for albimanus; peptides per identified protein for each replicate (c) and spectra per
identified protein (d) for gambiae. Only proteins identified in all three preparations were
considered. Statistical analysis was done by one-way ANOVA using the Kruskal-Wallis
pairwise comparison method, followed by Dunn’s pairwise comparison post test.



