
Fig. E1 Lung function decline model 

 

 



Fig. E2a Epithelial staining for FOXA1  (a) minimal staining (b) moderate staining (c) intense 
staining (d) color segmented image 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Fig. E2b Parenchymal staining for FOXA1(a) minimal staining (b) moderate (c) intense staining 
and (d) color segmented image 
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Fig. E3 Epithelial and parenchymal FOXA1 expression in the lung 

 
 
 

 
 
 

2-way ANOVA 
Genotype effect: p=0.37 
Lung Function effect: p <0.0001 
Interaction: p=0.65 

2-way ANOVA 
Genotype effect: p=0.48 
Lung Function effect: p <0.0001 
Interaction: p=0.39 



Fig. E4 Epithelial and parenchymal staining for TMEM26 in lung tissue of smokers. (a) 
moderate staining in airway epithelim, (b) intense staining in airway epithelium, (c) minimal 
staining in parenchyma (d) moderate staining in parenchyma 
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Fig. E5 Epithelial and parenchymal TMEM26 expression in the lung by lung function and 
genotype  

Epithelial TMEM26

2-way ANOVA
Genotype effect : p = 0.37
Lung Function effect: p < 0.0001
Interaction: p = 0.76
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Parenchymal TMEM26

2-way ANOVA
Genotype effect : p = 0.50
Lung Function effect: p < 0.0001
Interaction: p = 0.51
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