1.0 Supplemental Methods
First, each subject’s FA map was nonlinearly registered to a high-resolution standard space image provided in FSL (FMRIB58_FA) using FMRIB’s Non-linear Image Registration Tool (FNIRT; (Andersson et al., 2007a, b). The FMRIB58_FA image is an average of 58 well-aligned high quality FA images comprised of healthy men and women ranging in age from 20-50 years. Aligned FA images were then averaged to create a group-wise mean FA map. Next, a white matter skeleton, representing only the major tracts that are common across all subjects, was created (Smith et al., 2006; Smith et al., 2007).  A mean FA threshold of 0.2 was applied to the white matter skeleton to minimize partial volume effects (Smith et al., 2006).  Finally, each subject’s aligned FA image was projected onto the white matter skeleton for subsequent voxelwise group statistics. Major white matter tracts were filled and identified using Johns Hopkins University (JHU) white matter tract atlas (Wakana et al., 2007).
1.1 Voxel-wise analysis	
Voxel-wise statistics were performed using a FSL’s ‘randomise’ tool, which is a permutation-based inference tool for nonparametric statistical thresholding (Smith et al., 2006), to compare FA values in patients and controls along the main white matter tracts. Age was entered into the design matrix as a nuisance covariate. Control-patient and patient-control contrasts were tested using 10,000 permutations. The significance threshold for between-group differences was set at p < 0.05, corrected for multiple comparisons across voxels using the threshold-free cluster-enhancement (TFCE) option in the “randomise” permutation-testing tool in FSL (Smith et al., 2007).  Mean FA values were extracted from the significant between-group FA clusters for each individual to examine the difference between patients and controls.  These FA values were then correlated with the accuracy and speed variability scores in the groups as a whole and within each diagnostic group from the CNB using a partial Pearsons’s correlation accounting for age and using an alpha value of p<.01 to control for multiple correlations. In addition, exploratory whole-brain voxelwise statistics were performed in the subset of controls and patients who completed the CNB using the same methods described above. 
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