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Supplemental Figure S5: DAVID-KEGG (http://david.abcc.ncifcrf.gov) signaling pathway 
analysis with the overlapped H3K27me3-marked genes in human ESCs from two independent 
reports (Pan et al. 2007; Zhao et al. 2007). Only the pathways with p<0.001 are listed. Genes of 
the WNT signaling pathway with H3K27me3 enrichment in human ESCs are listed.
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