
Table S4. List of primers used in this study

Gene ID
forward TGGTGGCCATGGCGATGGTATG
reverse AGCAGCGGCTGGTGCAAAGT
forward TGACGGAGTTTCAGAGGCTGCT
reverse TTCCTCCGACCCAAACGCCG
forward CGATGGCAAGAAGTTGAGATGCTGT
reverse AGGCTTCCTTCTCCTCAGCAGT
forward TGGGCAAGCTCAATCTGGTACTGGT
reverse ACCACCAACGCAAGCATGGCA
forward TGGTCAAGGCAGGTGTTGCAGG
reverse ACACCTGGCATTTTTGGGCGAC
forward TGGTGATGCAGCAAAGAACCAAGT
reverse TGATTGGCTTGTCCTTTGGACCTCT
forward GGGAGCTAACTGGAAGTGGAACTGT
reverse GCCGTCTTCTAACAGCTTCAGGGT
forward TGGCGGTAAGTCAGCAGTGAGT
reverse GTCCCTGCCTCACATTTTGCCCA
forward AGGGGGCCCTTCCAATGCAAC
reverse AGCCCCATCTCCTCCCCCTC
forward ACTCGCTCAGAAACTCGAGGAGGA
reverse CTGCATGACCAGCAGCGCCT
forward AGGCCCAGACGGAGTAGCACAT
reverse TCGCCTCCATCTTCTGGCCTT
forward ACGCTGTGCTTCTCTATCGCCA
reverse GCGCATTCAACCCATCACGCC
forward GGGCGTGTACTATTTTTGGTCCTCC
reverse GGGCTGACAAATCCATGCCCA
forward GCTCACTCAGGCTCAACTTGCACA
reverse TCTTTGGGGCGGGCTTTGGT
forward AGCTGCGGTAGCTGCGTCTTT
reverse GCATCCAATGTTCCCAATCAGGACG
forward CAACACCCTCTGGATCTACGGCA
reverse CCAAAGCAACCTGGACGCCAT
forward TGCCACTTCTTCAGGCCATCAACT
reverse ACAAACAAAGTGCGATTTTTCCGCA
forward TCCTCTTCAGGAGGGGTTCCTGC
reverse TCTGACTTCCAGATTTCGCTGTCCT
forward CGGTGGTCCGGACTCGTTCA
reverse TGCGATGGCTGATGCGAGTTGT
forward GGCCCTTCAGGGGGAGGGAAA
reverse CTGCATATGATGGGGGCTTTGGCA
forward TGGGATTGGGTTGGTGGTAGGT
reverse ATTCCTGCACGAGGTTGGCG
forward TGCTAATGGCCCTCCAGGTGT
reverse AGCACCTCCGCCTGTAGAAACA
forward GGCCCTGTGGCAACACCTGA
reverse ATTGTGCCCAGGATGACTCAATGG
forward GCCACTTCTTACAGTATAGG
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reverse ACATTCTTGAACTTGACCAT
forward AACCAAGGTACTTCGTCCCCGA
reverse GCCGTTCTCCAATGATAGCCCCA
forward AATGGTGTCTGAGGTGTT
reverse ATACGCCTGTGTAGTGAATA
forward TCGTGCACAGGCCACATCCA
reverse ACCTCCGGAGCCAGATGCACA
forward AGGAACTGCGTTGCGCTTGGT
reverse GGGGCAGACGCGCCAACAG
forward CCTCGCAAGTGCTACTCCACG
reverse TGCAGCTCCACTTCCGTGCT
forward TCCACTGGCCAAGTTGCAGCC
reverse ACAACTCCATCGCTGTGCCCT
forward GGTCGGCCCGGAAGGTAGTGT
reverse TGGTCAGGCTGGGCAACATCA
forward ACTCGCCCTCGCCTTTGTCA
reverse TGTCGGCGACTGTTGGTGAAAGT
forward ACACTGCAAAGCAGGACTTGGACG
reverse AGGGAGGATTGAGCCTCTCGCA
forward TGGCAAGGACCAAACAGACAGCG
reverse AGGAGCTGATTTCCTTGCGCCC
forward AGAAAGGCGCATGCAACGCT
reverse CCCCAGCCAAACGATCTTGCGA
forward TGGTCAAGGCAGGTGTTGCAGG
reverse ACACCTGGCATTTTTGGGCGAC
forward TGGTGGAAGGAGACAAGGTGGCT
reverse TGCTTCCGCCTCTGTATGGAGACC
forward TGGAGGACCATTCAGAACAGAGTGT
reverse ACAAACGGTTCCTCCTGTCACCT
forward TGGCGAGTTGGAGGGAGACGA
reverse TGTGGAACCGGGACTACCTTCCC
forward ACCAGGCTAGAGCTAGCGATGAA
reverse AGCATCGTCCGCCCATCAAGC
forward GCTCTTGAGCAAGGCTTGGTGG
reverse TCATCAATTCAAACCTCCTCTGGCG
forward TGACGGAGTTTCAGAGGCTGCT
reverse TTCCTCCGACCCAAACGCCG
forward AGCATCAGCAACATTTGCAAAGCCA
reverse CCACTTCCCTTGCTGTTGTTGAAGC
forward TGTTTACCTCATCAGACTGGGAGAC
reverse ATGGAAGATTTTGACTGGCTGTTC
forward AAGCAAGGTCTTATCACCCAG
reverse GCAAAGTAGGCAGTTCCTGTC
forward GTATTTACAAAACTCTGATGTCGTC
reverse GCATTAGGGCAGTATTTACCG
forward AGCAGCATCTCTTGTCTCAGC
reverse TGATCCATCTATGGCAATGGT
forward TTGTTCCTTACTCCTTCAGCAC
reverse TCCTTCCTATGTCTGGACCTG
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