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Supplemental Table S1. Additional oligonucleotides used in this study 
 

Oligonucleotide Sequence Description 
AgrB Cysteine Substitutions  

MJT192 5’-ATTATCAAAATAACACGGATCCCGACC-3’ AgrB N2C rev 

MJT193 5’-GGTCGGGATCCGTGTTATTTTGATAAT-3’ AgrB N2C for 

MJT147 5’-TTGAAGATACGTACAAAACTGGTCAAT -3’ AgrB A12C rev 

MJT148 5’-ATTGACCAGTTTTGTACGTATCTTCAA-3’ AgrB A12C for 

MJT194 5’-TTGAATATGATCACAGTTATTTCTCTT-3’ AgrB L21C rev 

MJT195 5’-AAGAGAAATAACTGTGATCATATTCAA-3’ AgrB L21C for 

MJT171 5’-TACCTATATTTTTACATAAGACCTGCAT-3’ AgrB A37C rev 

MJT154 5’-ATGCAGGTCTTATGTAAAAATATAGGT-3’ AgrB A37C for 

MJT182 5’-CAGAAAAATGTTACAAATATAGGCAAT-3’ AgrB L53C rev 

MJT183 5’-ATTGCCTATATTTGTAACATTTTTCTG-3’ AgrB L53C for 

MJT155 5’-TAAATAAAATGTACAATTCGTAATTAA-3’ AgrB L64C rev 

MJT156 5’-TTAATTACGAATTGTACATTTTATTTA-3’ AgrB L64C for 

MJT157 5’-ATGTGCACCATGACAATGTCTTCTTAT-3’ AgrB A73C rev 

MJT158 5’-ATAAGAAGACATTGTCATGGTGCACAT-3’ AgrB A73C for 

MJT159 5’-CCAAAAAGAACAAGGTGCATGTGC-3’ AgrB S80C rev 

MJT160 5’-GCACATGCACCTTGTTCTTTTTGG-3’ AgrB S80C for 

MJT161 5’-GTTAATATGAAAACATACTATTACTAA-3’ AgrB N101C rev 

MJT162 5’-TTAGTAATAGTATGTTTTCATATTAAC-3’ AgrB N101C for 

MJT196 5’-TAAAAAGTTAATACAAAAATTTACTAT-3’ AgrB H103C rev 

MJT197 5’-ATAGTAAATTTTTGTATTAACTTTTTA-3’ AgrB H103C for 

MJT174 5’-AATTAAAAAGTTACAATGAAAATTTAC-3’ AgrB I104C rev 

MJT175 5’-GTAAATTTTCATTGTAACTTTTTAATT-3’ AgrB I104C for 

MJT163 5’-ACCTAAAGAAATACATGTTAAAATAAT -3’ AgrB V114C rev 

MJT164 5’-ATTATTTTAACATGTATTTCTTTAGGT-3’ AgrB V114C for 

MJT149 5’-CTTTTTAGTTGCACAAGGAGCATATAC-3’ AgrB A126C rev 

MJT150 5’-GTATATGCTCCTTGTGCAACTAAAAAG-3’ AgrB A126C for 
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MJT198 5’-GGGCTTCTTTTTACATGCTGCAGGAGC-3’ AgrB T128C rev 

MJT199 5’-GCTCCTGCAGCATGTAAAAAGAAGCCC-3’ AgrB T128C for 

MJT165 5’-AAGTCGCACAGGACAGGGCTTCTTTTT-3’ AgrB I133C rev 

MJT166 5’-AAAAAGAAGCCCTGTCCTGTGCGACTT-3’ AgrB I133C for 

MJT200 5’-TTTAATAAGTCGACAAGGAATGGGCTT-3’ AgrB V135C rev 

MJT201 5’-AAGCCCATTCCTTGTCGACTTATTAAA-3’ AgrB V135C for 

MJT176 5’-TTTTCGTTTAATACATCGCACAGGAAT -3’ AgrB L137C rev 

MJT177 5’-ATTCCTGTGCGATGTATTAAACGAAAA-3’ AgrB L137C for 

MJT167 5’-AATCGCATAATAACATTTTCGTTTAAT-3’ AgrB K142C rev 

MJT168 5’-ATTAAACGAAAATGTTATTATGCGATT-3’ AgrB K142C for 

MJT184 5’-GAATTGGGCAAAACACTCTTTGATGAT-3’ AgrB P162C rev 

MJT185 5’-ATCATCAAAGAGTGTTTTGCCCAATTC-3’ AgrB P162C for 

MJT151 5’-TTGAATGAATTGACAAAATGGCTCTTT-3’ AgrB A164C rev 

MJT152 5’-AAAGAGCCATTTTGTCAATTCATTCAA-3’ AgrB A164C for 

MJT202 5’-TATTATGATGCCACATTGAATGAATTG-3’ AgrB L169C rev 

MJT203 5’-CAATTCATTCAATGTGGCATCATAATA-3’ AgrB L169C for 

MJT178 5’-TAATAATGTAATACATTCTATTATGAT-3’ AgrB A175C rev 

MJT179 5’-ATCATAATAGAATGTATTACATTATTA-3’ AgrB A175C for 

MJT204 5’-CTTAATAAAGAAACAAGGTAATAATGT-3’ AgrB I181C rev 

MJT205 5’-ACATTATTACCTTGTTTCTTTATTAAG-3’ AgrB I181C for 

MJT169 5’-CTCGAGTCATTTACAGTCCTCCTTAAT-3’ AgrB L188C rev 

MJT170 5’-ATTAAGGAGGACTGTAAATGACTCGAG-3’ AgrB L188C for 

MJT180 5’-AGACTCGAGTCAACATTTTAAGTCCTCCTT-3’ AgrB 190C rev 

MJT181 5’-GAGGACTTAAAATGTTGACTCGAGTCTGGT-3’ AgrB 190C for 

Site-directed mutations  

MJT228 5’-CACAGGAATGGGGGCCTTTTTAGTTGC-3’ AgrB K131A rev 

MJT229 5’-GCAACTAAAAAGGCCCCCATTCCTGTG-3’ AgrB K131A for 

MJT230 5’-AGGAATGGGCTTTTCTTTAGTTGCTGC-3’ AgrB K130E rev 

MJT231 5’-GCAGCAACTAAAGAAAAGCCCATTCCT-3’ AgrB K130E for 
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MJT232 5’-AGGAATGGGCTTGGCTTTAGTTGCTGC-3’ AgrB K130A rev 

MJT233 5’-GCAGCAACTAAAGCCAAGCCCATTCCT-3’ AgrB K130A for 

MJT234 5’-AATGGGCTTCTTTTCAGTTGCTGCAGG-3’ AgrB K129E rev 

MJT235 5’-CCTGCAGCAACTGAAAAGAAGCCCATT-3’ AgrB K129E for 

MJT236 5’-AATGGGCTTCTTGGCAGTTGCTGCAGG-3’ AgrB K129A rev 

MJT237 5’-CCTGCAGCAACTGCCAAGAAGCCCATT-3’ AgrB K129A for 

 
 
   
 


