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Supplemental Figure 1. Transmembrane and CaMBD predictions for individual
Arabidopsis iGluRs.

Transmembrane (TM) domain prediction:

http://aramemnon.botanik.uni-koeln.de. Data shown are the results of TmMHMM_v2 (Hidden Markov

Model prediction of TM), which are representative for the majority of the prediction tools.
Calmodulin binding domain prediction:

http://calcium.uhnres.utoronto.ca/ctdb/ctdb/home.html

Color coding of the predicted TM domains:

IQTPILLSFLLVLLFFISNCEF: predicted TM domain at the extreme N-terminus of the N-terminal
extracellular domain

KSLWLASGAFFVLTGIVVWLV: TM1, predicted TM domain that overlaps with the published first TM domain
of iGIuRs.

TM2, predicted TM domain that represents and overlaps with the iGIuR ion
pore domain.

RELVIVWVFVVLILTSSYSAN: TM3, predicted TM domain that overlaps with published second TM domain
of iGIuRs.

TM4, predicted TM domain that overlaps with published third TM domain of
iGluRs.

No TM1 predicted in GLR2.6 using TmHMM_v2; instead TmConsens used to
assign most N-terminal TM domain and start point CaMBD predictions

Coding of CaMBD predictions:

GLR1.1 (last 268 AA): GLR family member plus (in brackets) amino acids (AA) taken for CaMBD
prediction
TSTKTISRMQLNHQ: Amino acids included in CaMDB prediction
REKLQKMS Predicted CaMBD. Red values have a score of 9,

GLR1.1 (last 268 AA)

MEILFSISILALLFSGVVAAPSDDDVFEEVRVGLVVDLSSIQGKILETSFNLALSDFYGINNGYRTRVSVLVRDSQGDPIIALAAA
TDLLKNAKAEAIVGAQSLQEAKLLATISEKAKVPVISTFLPNTLSLKKYDNFIQWTHDTTSEAKGITSLIQDFSCKSVVVIYEDA
DDWSESLQILVENFQDKGIYIARSASFAVSSSGENHMMNQLRKLKVSRASVFVVHMSEILVSRLFQCVEKLGLMEEAFAWI



LTARTMNYLEHFAITRSMQGVIGFKSYIPVSEEVKNFTSRLRKRMGDDTETEHSSVIIGLRAHDIACILANAVEKFSVSGKVEA
SSNVSADLLDTIRHSRFKGLSGDIQISDNKFISETFEIVNIGREKQRRIGLWSGGSFSQRRQIVWPGRSRKIPRHRVLAEKGEK
KVLRVLVTAGNKVPHLVSVRPDPETGVNTVSGFCVEVFKTCIAPFNYELEFIPYRGNNDNLAYLLSTQRDKYDAAVGDITITS
NRSLYVDFTLPYTDIGIGILTVKKKSQGMWTFFDPFEKSLWLASGAFFVLTGIVVWILVERSVNPEFQGEINIGOIGISNINIBIE

BESENE  RecLQKVIS VEVVLILTSSYSANLTSTKTISRMQLNHQMVFGGSTTSMTAKLGSINAVEAYAQLLR
DGTLNHVINEIPYLSILIGNYPNDFVMTDRVTNTNGFGFMFQKGSDLVPKVSREIAKLRSLGMLKDMEKKWFQKLDSLNVH
SNTEEVASTNDDDEASK RGLFIIAGA TRQEVSRLCTKLQSFYK

GLR1.2 (last 308 AA)

MVRICIQTPILLSFLLVLLFFISNCFASSQNNDDDKRIRVRVGLVLDLGSVEGKIVRSSVSMALSDFYDNHNDYKTRLSLLVRDS
HGEPLLALDSVVDLLQTEGVQAIIGGNSLLEAKLLAELGEKARVPVISLNSPMSLSLSKYTHLIQATHNSASEVKGITAFLHGFD
WNSVALVLEDHDDWRESMHFMVDHFHENNVHVQSKVAFSVTSSEDSLMDRLRELKDLGTTVFVVHLSEVIATRLFPCAE

KLGMMGEGFAWILTSRSMSSFHDQFIDDLTKEAMEGVVGFKSYIPMSKELHNFTLRWRKTLPVEEVTGSEITRLSISGVWA
HDVAWSLASAAEVTRMPTVTSTLLEAIKESRFKGLSGNFQLDDMKLLSDKFEIVNMIGSGERRVGFWNSNGSFSNRRQLSS
THDNLETIIWPGGSAQSPKGRSLRESGRKKLRVLVTSSNRFPRLMKVETDPITHEITIVEGFCIEVFQASIAPFNYEVEYIRWLN
GTNYTKLAYALHSQKDKYDAAVGDITITSDRSMYVDFTLPYTEMGLGIVAAKERSMWVFFQPLTPNLWITSAAFEVLTGIIV

WLIERAENKEF AHREKLOQHNLSRFVVTVWVEAVLILVTSYTATLTSMMTVQQIRFNANE

DYVGHLSGSLIANAALTNSSLRAMRLLGLNTSEDYAQALMNKSVSYIVSELPYLKILLGENPGHFLMVKTQSTTNGFGFMFQ

KGSELAPNVSREIAKLRTSERLNEMERRWFDKQLPYTTDDTSNPITLYRF WLRERWEILV

NIYFSQRL FTRTIHPSPLGLDNPIGENAVQMAQRNRR

GLR1.3 (last 304 AA)

MERFCIQTQTLLSFLLVLLLFISRSFASTKNDDVDGGKRVQIRVGLVLDLGSLKGKIVKNSVSMALSYFYAIHNDYKTRVSVSLR
NSHGEPLLALASAVDLLKTEGVEAIIGGNSLLEAKLLGELGEKARVPMISLDSPFSLSLSKYTHLIQATHDSTSEAKGITSFINVF
DWNSVALVYEDHDDWRESMQLLVEHFHENGVRVQSKVGFTVSSSEDFVMGRLQQLKDLGTTVFVVHLSEVIATHLFPCA
RRLGLMGDGFVWILTAKTMNSFHENIDDFTKQAMEGVVGFKSYIPMSIELQNFTLRWRKSLPVEEAELTRLSISGIWAHDI
AFALARAAEVIRMPNVTSTLLEEITKTRFNGLSGDFQLNDKKLLSNKFEIINMIGSSERRVGFLNSNGSFSNRRHLSSTHNKLE
TIWPGGSAQSPKGTSLIDSDRKKLRVLVTSSNRFPRLMKVETDPVTNELIVEGFCIEVFRASISPFNYEVEYIPWLNGSNYDN
LAYALHSQKDKYDAAVGDITITSNRSTYVDFTLPFTEMGLGIVAVKERSMWVFFQPLTPDLWITSAFEFVLTGVIVWLIERAE
NKEFQGSWPQQIGVVLWFGFST REKLKH AVLILTASYTATLTSMMTVQQIRFNSNEDYVGHLS
GSLIANVALTSSSLRAMRSLGLNSAADYAQALLNKTVSFVVDELPYLKVVLGENPTHFFMVKTQSTTNGFGFMFQKGFELV
PNVSREISKLRTSEKLNEMEKRWFDNQLPYTTDDTSNPITLYRF RS R0« \WEILVDNLDLSQRLR
HFRIHFVRSIHTSPLDDPIGETAVQMAQQNRQ

GLR1.4 (last 294 AA)

MENCMIRNTGYFLTIFFLAFISFAVTCSGTNQKDNVDRLPVVYEDVRIGLVVDMGSMEGKLVTTSISMALSDFYHVNNGYR
TRVSVLSRDSHGDPLOQALAAAMDLLQTEQVEALVGGQSLLEAKNLAELGEKTKVPVISSFQVPSSLSLAKYNYFIQATHDTSS
EAKGIAALFSNFDWRTAVLIYEDDDDWRESIQPLVGHFQQNAIHIEYKAEFSVSSNEECIMKQLRKFKASGIRIFVAHISERIA
NRLFPCARRLGMMEEGYAWILTARSMNNFQDTNYLAKEEMEGVIGFKSYIPLTEELHNFTLRWKRSLRLEEVVTRMSVCSI
WAHDIAWSLARAAEVAKLPGLSVYDLLEAIPESAKHKGLSGDIKFIDKKFISDKFEIVNMIGRGERSVGLWNSGSFISNRRRR
LSSTKALETHWPGGSTRIPKIRSLKEKRHGKKKKLRVLVPAGNITPQILEVKTDFKTGVTAATGYCIDVFETSILPFNYEVEYIPW
PGAINYKNYNDLVYTLYSQKDKYDAAVGDITITDNRSLYVDFTLPFTDMGLAVVTAKDKSMWIIFKPLTLSLWLTIASEEILTG




AIVWLIERHDNADFQGSCROIOIGTINCRGESTBVIEAR R £ RLQHNMSRFVVIVWIFAVLILTSNYTATLTSVMTVQQIRGLKS
NENIGFFSASIAANVVNDNPTFQGPRYKGLKTADDFTNALRNGTISFIVDEVPYVKLFVAKHPSEFVIVETESVTNGFGFAFQ

KGSPLVQKVSREIEKLRRTEKLKAIENWWFQRQTTSATSEDTFHPLTVYTF NREQRQVVLK

HFHRYVSHRFAREIRPSPTTPNRQNENSVI

GLR2.1 (last 328 AA)

MKRENNLVLSLLFFVIVFLMQVGEAQNRITNVNVGIVNDIGTAYSNMTLLCINMSLSDFYSSHPETQTRLVTTVVDSKNDV
VTAAAAALDLITNKEVKAILGPWTSMQAQFMIEMGQKSQVPIVTYSATSPSLASIRSQYFFRATYDDSSQVHAIKEIKLFGW
REVAPVYVDDTFGEGIMPRLTDVLQEINVRIPYRTVISPNATDDEISVELLRMMTLPTRVFVVHLVELLASRFFAKATEIGLM
KQGYVWILTNTITDVLSIMNETEIETMQGVLGVKTYVPRSKELENFRSRWTKRFPISDLNVYGLWAYDATTALALAIEEAGTS
NLTFVKMDAKRNVSELQGLGVSQYGPKLLQTLSRVRFQGLAGDFQFINGELQPSVFEIVNVNGQGGRTIGFWMKEYGLFK
NVDQKPASKTTFSSWQDRLRPIIWPGDTTSVPKGWEIPTNGKRLQIGVPVNNTFQQFVKATRDPITNSTIFSGFSIDYFEAVI
QAIPYDISYDFIPFQDGGYDALVYQVYLGKYDAVVADTTISSNRSMYVDFSLPYTPSGVGLVVPVKDSVRRSSTIFLMPLTLAL
WLISLLSEFIIGLVVW\ILEHRVNPDFDGPGQYQLSTIFWFSFSIMVFAPRERY L SEWARVVVIWYEIVIVITASYTASLASLL
TTQHLHPTVTNINSLLA DSGFSEASLVSYGSPEHCDALLSKGQAEGGVSAVLMEVPY/RIFLGQYC
NKYKMVQTPFKVDGLGFVFPIGSPLVADISRAILKVEESNKANQLENAWFKPIDESCPDPLTNPDPNPSVSFRQLGFDSFW]]
I <\ PNQRNLRVLWEKFNEPDQKSYIKDVTKCQCSSGQGMPKNGQEGANAVNNGN

GLR2.2 (last 341 AA)

MKNSKLFFRFLFLFFFFCLESSRGQDNGKTQVNIGVVSDVGTSYPDVAMLCINMSLADFYSSRPQFQTRLVVNVGDSKNDV
VGAATAAIDLIKNKQVKAILGPWTSMQAHFLIEIGQKSRVPVVSYSATSPSLTSLRSPYFFRATYEDSSQVHAIKAIIKLFGWR
EVVPVYIDNTFGEGIMPRLTDSLQDINVRIPYRSVIPLNATDQDISVELLKMMNMPTRVFIVHMSSSLASTVFIKAKELGLMK
PGYVWILTNGVMDGLRSINETGIEAMEGVLGIKTYIPKSKDLETFRSRWKRRFPQMELNVYGLWAYDATTALAMAIEDAG
NNMTFSNVDTGKNVSELDGLGLSQFGPKLLQTVSTVQFKGLAGDFHFVSGQLQPSVFEIVNMIGTGERSIGFWTEGNGLY
KKLDQEPRSIGTLSTWPDHLKHIIWPGEAVSVPKGWEIPTNGKKLRIGVPKRIGFTDLVKVTRDPITNSTVVKGFCIDFFEAVI
QAMPYDVSYEFFPFEKPNGEPAGNHNDLVHQVYLGQFDAVVGDTTILANRSSFVDFTLPFMKSGVGLIVPLKDEVKRDKFS
FLKPLSIELWLTTLVFFFLVGISVWTLEHRVNSDF R GPANYOASTIEWEAESTVIVEAP YFVLLVLTQ
SYTASLASLLTSQQLNPTITSMSSLLHRGETVGYQRTSFILGKLNETGFPQSSLVPFDTAEECDELLKKGPKNGGVAAAFLGTP
YVRLFLGQYCNTYKMVEEPFNVDGFGFVFPIGSPLVADVSRAILKVAESPKAVELEHAWFKKKEQSCPDPVTNPDSNPTVT
AIQLGVGSF FLWKTKGKDL\\/KEFLKRDTDSYINDIEKCLCSQEMPENSNKATNQTNYGME
LRVRNIVQVNQTDPDCL

GLR2.3 (last 316 AA)

MRTEKLFFCILLVFFFCLEFNRGOQNNGKTLVDVGVVTDVDTSHSKVVMLCINMSISDFYSSNPQFETRLVVNVGDSKSDVV

GAAIAALDLIKNKQVKAILGPWTSMQAHFLIEIGOKSRVPIVSYSATSPILTSLRSPYFLRATYEDSFQVQPIKAIIKLFGWREVV
PVYIDNTFGEGIMPRLTDALQDINVRIPYRSVIAINATDHEISVELLKMMNMPTRVFLVHMYYDLASRFFIKAKELGLMEPGY
VWILTNGVIDDLSLINETAVEAMEGVLGIKTYIPKSPDLEKFRSRWRSLFPRVELSVYGLWAYDATTALAVAIEEAGTNNMTF
SKVVDTGRNVSELEALGLSQFGPKLLQTLLTVQFRGLAGEFRFFRGQLQPSVFEIVNIINTGEKSIGFWKEGNGLVKKLDQQA
SSISALSTWKDHLKHIVWPGEADSVPKGWOQIPTKGKKLRIGVPKRTGYTDLVKVTRDPITNSTVVTGFCIDFFEAVIRELPYD

VSYEFIPFEKPDGKTAGNYNDLVYQVYLGRYDAVVGDTTILVNRSSYVDFTFPFIKSGVGLIVEMTDPVKRDYILFMKPLSWK

LWLTSFISFFLVGCTVWVLEYKRNPDFSGPPREGASTICWEAES TVIVEA 2 FLVLVLTQSYTASLAS

LETSQKLNPTITSMSSLLEKGE TVGYQRTSFILGKLKERGFPQSSLVPFDTAEECDELLSKGPKKGGVSGAFLEIPYLRLFLGQFC




NTYKMVEEPFNVDGFGFVFPIGSPLVADVSRAILKVAESPKAMELERAWFKKKEQSCPDPITNPDPNPSFTSRQLDIDSFI
I - L A <DQVSYLDKVEMSPCSSSQQMPVKRKTQLNMSQVHDQDSL

GLR2.4 (last 317 AA)

MSSKYFQDVYIPRYLTKTKNKRKMKRHLNDVVLVFLVFIFGVKLGKGQNTTIQVINVGVVTDVGTTASNLSLLAINMSLSDF
YSSRPESRTRLLLNFADSRDDVVGAAAAALDLIKNKEVKAILGPRTTMQASFVIEVGQKSQVPIISFSATSPFLDSGRSPYFFRS
TYDDSSQVQAISEIIKVFGWREVVPVYENNAFGEGIMPGLTDALQAINIRIPYRTVISPNATDDEISVDLLKLMTKPTRVFVVH
MNRFLASRVFSKARETGLMKQGYAWILTNGVIDHLVLMNGTDIEAMQGVIGIRTHFPISEELQTFRSRLAKAFPVSELNIYG
LRAYDATTALAMAVEEAGTTNLTFSKMDGRNISDLEALSVSEYGPKLIRSLSQIQFKGLSGDYHFVDGQLHASVFEIVNVIDG
GGILVGFWTQDKGLVKDLSPSSGTTRTFSSWKNHLNPILWPGITLTVPKGWEIPTNGKELQIGVPVGTFPQFVKVTTDPLTH
ETIVTGFCIDFFEAVIQAMPYDVSHRFIPFGDDDGKTNDTTILANRSSYVDFTLPYTTSGVGMVVPLKDNVARSSLIFFKPLTR
GLWGMTLGSFFVVGFVVWILEHRVNSE FTGP OIS TNVIE W AESINIVEABR - RV MSFTARVVVITCLSSLLTTQQLNPTE

TSIKNVLAKGG GFPESRLVPFTSPEKCEELLNKGPSKGGVSAAFMEVPYVRVFLGQYCKKYKMVE
VPFDVDGFGFVFPIGSPLVADVSRAILKVAESNKATOLETAWFKNIDKTCPDPMNNPDPNPTVSFRKLSLDSFL L[
KRMKEMWLKFMESDGESYISRVRSTCPQVLIQPREEDIDPING

GLR2.5 (last 317 AA)

MASRQGLSSTSETPNKLLLVLPLQKREVVAIIGPGTSMQAPFLINLGNQSKVPIISFSATSPLLDSLRSPYFIRATHDDSSQVQA
ISAIIESFRWREVVPIYVDNEFGEGILPNLVDAFQEINVRIRYRSAISLHYSDDQIKKELYKLMTMPTRVFIVHMLPDLGSRLFSI
AKEIDMLSKGYVWIVTNGIADLMSIMGESSLVNMHGVLGVKTYFAKSKELLHLEARWQKRFGGEELNNFACWAYDAATA
LAMSVEEIRHVNMSFNTTKEDTSRDDIGTDLDELGVALSGPKLLDALSTVSFKGVAGRFQLKNGKLEATTFKIINIEESGERTV
GFWKSKVGLVKSLRVDKVSHSSRRLRPIIWPGDTIFVPKGWEFPTNAKKLRIAVPKKDGFNNFVEVTKDENTNVPTVTGFCI
DVFNTVMSQMPYAVSYEYIPFDTPDGKPRGSYDEMVYNVFLGEFDGAVGDTTILANRSHYVDFALPYSETGIVFLVPVKDG
KEKGEWVFLKPLTKELWLVTAASFLYIGIMVWIFEYQADEEFREQMIIDKISSVFYFSFSTLFFAHRRPSESFETRVIVAAANCE
VLLILTGSYTATLTSMLTVQELRPTVRHMDDLRKSGVNIGYQTGSFTFERLKQMRFDESRLKTYNSPEEMRELFLHKSSNGG
DAAFDEVAYIKLFMAKYCSEYSIIEPTFKADGFGFAFPLGSPLVSDISRQILNITEGDAMKAIENKWFLGEKHCLDSTTSDSPIQ
LoHHSFEA I £ RQHNASPNLPNDQANAAQEEVNEEGNVGDHIVEVDTALAKVSIVKPKL

GLR2.6 (last 317 AA)

MSLFNHLLSRALPLWLLFFINFLVLLGKSQQEVLQVQVGIVLDTNATLAALSLRAINMSLSEFYNTHNGFKTRIVLNIRDSKRT
VVGAAASALYLIKKREVVAIIGPGNSMQAPFLINLGNQSQVPIISFSASSPVLDSLRSPYFIRATHDDSSQVHAISAIIESFRWR
EVVPIYADNEFGEGILPYLVDAFQEINVRIRYRSAISVHSTDDLVKKELYKLMTMPTRVFIVHMLPDLGSRLFSIAKEIGMMTK
GYVWIVTNGIADQMSVMGESSLENMHGVLGVKTYFSRSKELMYLETRWRKRFGGEELNNFECWGYDTATALAMSIEEIS
SNVNMSFSQTKRNTSRDDTGTDLDDLSFALSGPKLLQALATVSFKGVAGRFQLKNGKLEATTFKIVNIEESGERTVGFWKSK
VGLVKSLRVNQTGIKISHSSHRLRPIIWPGDTIFVPKGWEFPTNAKKLRIAVPKKDGFNNFVEVTKDANTNAPTITGFCIDVF
DTAMRQMPYAVPYEYIPFETPDGKPRGSYDEMVYHVFLGEFDGAVGDTTILANRSTYVDFALPYSETGIVVVVPVKDEREK
GKWVFLKPLTRE INUEETARSEIVIGINSYATETSM L TVQELRPTVRHMDDLRNSGVNIGYQTGSFTFERLKQMGYKESRLK
TYDTPQEMHELFLKKSSNGGIDAAFDEVAYVKLFMAKYCSKYTIIEPTFKADGFGFAFPLGSPLVPDLSRQILNITEGETMKAI
ENKWLLGEKHCLDSTTSDSPIRLDHHSF IR - - \ R QF SKSGEINANNSPTDGNMRAPPNQPTD
DNMRAPTSPPIDDQVLEPPGPALNEADDQDQLLNDEVNVGDRNEVDIIVEVDPTLVHRRNLITSKTIPTRRAALFSRIKSA

GLR2.7 (last 371 AA)



MKVMNPRKTNNTFMYYFVLFVCGFVLMEGCLGQNQTTEIKVGVVLDLHTSFSKLCLTSINISLSDFYKYHSDYTTRLAIHIRD
SMEDVVQASSAALDLIKNEQVSAIIGPRTSMQAEFMIRLADKSQVPTITFSATCPLLTSINSPYFVRATLDDSSQVKAIAAIVK
SFGWRNVVAIYVDNEFGEGILPLLTDALQDVQAFVVNRCLIPQEANDDQILKELYKLMTMQTRVFVVHMPPTLGFRFFQK
AREIGMMEEGYVWLLTDGVMNLLKSNERGSSLENMQGVLGVRSHIPKSKKLKNFRLRWEKMFPKKGNDEEMNIFALRAY
DSITALAMAVEKTNIKSLRYDHPIASGNNKTNLGTLGVSRYGPSLLKALSNVRFNGLAGEFELINGQLESSVFDVINIIGSEERII
GLWRPSNGIVNAKSKNTTSVLGERLGPVIWPGKSKDVPKGWQIPTNGKMLRVGIPVKKGFLEFVDAKIDPISNAMTPTGY
CIEIFEAVLKKLPYSVIPKYIAFLSPDENYDEMVYQVYTGAYDAVVGDVTIVANRSLYVDFTLPYTESGVSMMVPLKDNKNT
WVFLRPWSLDLWVTTACFEVEIGFIVWILEHRVNTDFRGPPHHQIGTSFWFAFSTMNF
VLIQSYTANLTSFFTVKLLQPTVTNWKDL NIGYQRGTFVRE [ LKSQGFDESQLKPFGSAVECDELFSNGTITASFDEV
AYIKVILSQNSSKYTMVEPSFKTAGFGFVFPKKSPLTDDVSRAILNVTQGEEMQHIENKWFKKPNNCPDLNTSLSSNHLSLSS
A | £ H KHTLFDDSENSFRGKLKFLVRNFDEKDIKSHMFKENAVHNVSSPITQGSSSPLTDQS
TPLPRSPEQYRELELRRVSSISSGELFTTQSEQVEDEESAIIQCEGE

GLR2.8 (last 371 AA)

MNPKKNNNTFLSYFVCLFLLLEVGLGQNQISEIKVGVVLDLNTTFSKICLTSINLALSDFYKDHPNYRTRLALHVRDSMKDTV
QASAAALDLIQNEQVSAIIGPIDSMQAKFMIKLANKTQVPTISFSATSPLLTSIKSDYFVRGTIDDSYQVKAIAAIFESFGWRSV
VAIYVDNELGEGIMPYLFDALQDVQVDRSVIPSEANDDQILKELYKLMTRQTRVFVVHMASRLASRIFEKATEIGMMEEGY
VWLMTNGMTHMMRHIHHGRSLNTIDGVLGVRSHVPKSKGLEDFRLRWKRNFKKENPWLRDDLSIFGLWAYDSTTALA
MAVEKTNISSFPYNNASGSSNNMTDLGTLHVSRYGPSLLEALSEIRFNGLAGRFNLIDRQLESPKFEIINFVGNEERIVGFWT
PSNGLVNVNSNKTTSFTGERFGPLIWPGKSTIVPKGWEIPTNGKKIKVGVPVKKGFFNFVEVITDPITNITTPKGYAIDIFEAAL
KKLPYSVIPQYYRFESPDDDYDDLVYKVDNGTLDAVVGDVTITAYRSLYADFTLPYTESGVSMMVPVRDNENKNTWVFLKP
WGLDLWVTTACFFVLIGFVVWLFEHRVNTDFRGPPHHQIGTSFWFSFSTMVFAHREKVVSNEAREV T VWCFWILVLTQ
SYTANLTSFLTVQRFQPAAINVKDLIKNGDYVGYQHGAFVKDFLIKEGFNVSKLKPFGSSEECHALLSNGSISAAFDEVAYLRA
ILSQYCSKYAIVEPTFKTAGFGFAFPRNSPLTGDVSKAILNVTQGDEMQHIENKWFMKQNDCPDPKTALSSNRLSLRSF
I | £ NRHTLCDDSEDSIWRKLTSLFRNFDEKDIKSHTFKSSAVHHVSSPMTQYIPSPSTLQIAPRPHS
PSQDRAFELRRVSFTPNEERLTTQTIHFEDEESDIECVVEQ

GLR2.9 (last 375 AA)

MKTNNTFLSYFVCGFLLMGVGLGQNQTSEIKVGVVLDLNTTFSKICLTSIKMAVSDFYADHPNYLTRLTLHVRDSMEDTVQ
ASAAALDLIKTEQVSAIIGPINSMQADFMIKLANKTQVPTITFSATSPLLTSIKSPYFVRATIDDSSQVRAIASIFKFFRWRRVVA
IYVDNEFGEGFMPFLFDALQDVEVKRSVIPPEAIDDEIQKELRKLMERQARVFVVHMESSLALRVFQIARDIGMMEEGYVW
LMTNGMTHMMRHINNGRSLNTIEGVLGVRSHVPKSKELGDFRLRWKRTFEKENPSMRDDLNVFALWAYDSITALAKAVE
KANTKSLWYDNGSTLSKNRTDLGNVGVSLYGPSLQKAFSEVRFNGLAGEFKLIDGQLQSPKFEIINFVGNEERIIGFWTPRD
GLMDATSSNKKTLGPVIWPGKSKIVPKGWEIPGKKLRVGVPMKKGFFDFVKVTINPITNKKTPTGYAIEIFEAALKELPYLVIP
EYVSFESPNNYNNLVYQVYDKTWDAVVGDITITANRSLYADFTLPFTESGVSMMVPVRDNENKDTWVFLEPWSLELWVT
TGCFFVFIGFVVWLFEHRVNTDFRGPPQYQIGTSLWFSFSTMVFAHRENVVSN EAREVANAANCRVWIVETQSYTASLTSFL
TVQSLQPTVTNVNDLIKNRDCVGYQGGAFVKDILLGLGFHEDQLKPFDSAKDADDLLSKGKSKGIAAAFDEVAYLKAILSQS
CSKYVMVEPTFKTGGFGFAFPKNSPLTGEFSRAILNLTQNNVTQQIEDRWFPKKNDCPDPMTALSSNRLNLSSF |
I v £ HRHTLGDDSEDSLWRKLKFLFKIFDEKDMNSHTFKNSAIHNISSPMTHKTPSPSTVQITPWPQSPSQ
NREFELRRVSFSPSEERFTTQPIIHHEDGESDIECRVEQ

GLR3.1 (last 335 AA)



MSFPTFSFHFSKVSLCFLLKQLLLYGFFFSMNWVLLSFIIVLGGGLLLSEGASSSRPPVIKVGAIFGLNTMYGETANIAFKAAEE
DVNSDPSFLGGSKLRILMNDAKRSGFLSIMGALQFMETDVVAIIGPQTSIMAHVLSHLANELTVPMLSFTALDPTLSPLQFP
FFVQTAPSDLFLMRAIAEMITYYGWSDVVALYNDDDNSRNGVTALGDELEERRCKISYKAVLPLDVVITSPVEIEELIKIRGM
ESRVIVVNTFPNTGKMIFKFEAERLGMMEKGYVWIATTWLSSVLDSNLPLDTKLVNGVLTLRLHTPDSRKKRDFAARWKN
KLSNNKTIGLNVYGLYAYDTVWIIARAVKTLLEAGGNLSFSNDAKLGSLKGEALNLSALSRFDQGSQLLDYIVHTKMSGLTGP
VQFHPDRSMLQPSYDIINLVDDRVHQIGYWSNYSGLSIVPPESFYSKPPNRSSSNQHLNSVTWPGGTSVTPRGWIFRNNG
RRLRIGVPDRASFKDFVSRVNGSSNKVQGYCIDVFEAAVKLLSYPVPHEFIFFGDGLTNPNYNELVNKVTTGVDFDAVVGDI
AIVTKRTRIVDFTQPYIESGLVVVAPVTRLNENPWAFLRPFTLPMWAVTASEEVIVGAAIWILEHRINDEFRGPPRRQIITILW
FTFSTMFFSHRETTVSTLGRMVLLIWLEVVLITSSYTASLTSILTVQQLNSPIKGVDTLISSTGRIGFQVGSFAENYMTDELNIA
SSRLVPLASPEEYANALQNGTVAAIVDERPYIDLFLSDYCKF AIRGQEFTRCGWGFAFPRDSPLAVDMSTAILGLSETGELQKI
HDRWLSKSNCSSPHGSQSGDSEQLNYH I - ! RDFCKDTPEVVVEEAIPSPKSSRLTKLQTFL
AFVDEKEEETKRRLKRKRNNDHSMNANSIISRTASRRP

GLR3.2 (last 324 AA)

MFWVLVLLSFIVLIGDGMISEGAGLRPRYVDVGAIFSLGTLQGEVTNIAMKAAEEDVNSDPSFLGGSKLRITTYDAKRNGFLT
IMGALQFMETDAVAIIGPQTSIMAHVLSHLANELSVPMLSFTALDPSLSALQFPFFVQTAPSDLFLMRAIAEMISYYGWSEV
IALYNDDDNSRNGITALGDELEGRRCKISYKAVLPLDVVITSPREIINELVKIQGMESRVIIVNTFPKTGKKIFEEAQKLGMMEK
GYVWIATTWLTSLLDSVNPLPAKTAESLRGVLTLRIHTPNSKKKKDFVARWNKLSNGTVGLNVYGLYAYDTVWIIARAVKRL
LDSRANISFSSDPKLTSMKGGGSLNLGALSIFDQGSQFLDYIVNTNMTGVTGQIQFLPDRSMIQPSYDIINVVDDGFRQIGY
WSNHSGLSIIPPESLYKKLSNRSSSNQHLNNVTWPGGTSETPRGWVFPNNGRRLRIGVPDRASFKEFVSRLDGSNKVQGYA
IDVFEAAVKLISYPVPHEFVLFGDGLKNPNFNEFVNNVTIGVFDAVVGDIAIVTKRTRIVDFTQPYIESGLVVVAPVTKLNDTP
WAFLRPFTPPMWAVTAAFFLIVGSVIWILEHRINDEFRGPPRKQIVTILWFSFSTMFFSHRENTVSTLGRAVLLIWLEVVLIT
SSYTASLTSILTVQQLNSPIRGVDTLISSSGRVGFQVGSYAENYMIDELNIARSRLVPLGSPKEYAAALQNGTVAAIVDERPYV
DLFLSEFCGFAIRGQEFTRSGWGFAFPRDSPLAIDMSTAILGLSETGQLQKIHDKWLSRSNCSNLNGSVSDEDSEQLKLRSF
YDEEATVPSPESSRSKSLQTFLAYFDEKEDESKRRMKRKRNDDLSLKPSRPI

GLR3.3 (last 347 AA)

MKQLWTFFFLSFLCSGLFRRTHSEKPKVVKIGSIFSFDSVIGKVAKIAIDEAVKDVNSNPDILSGTKFSVSMQNSNCSGFMG
MVEALRFMEKDIVGIIGPQCSVVAHMISHMANELRVPLLSFAVTDPVMSPLQFPYFIRTTQSDLYQMDAIASIVDFYGWKE
VIAVFVDDDFGRNGVAALNDKLASRRLRITYKAGLHPDTAVNKNEIMNMLIKIMLLQPRIVVIHVYSELGFAVFKEAKYLGM
MGNGYVWIATDWLSTNLDSSSPLPAERLETIQGVLVLRPHTPDSDFKREFFKRWRKMSGASLALNTYGLYAYDSVMLLAR
GLDKFFKDGGNISFSNHSMLNTLGKSGNLNLEAMTVFDGGEALLKDILGTRMVGLTGQLQFTPDRSRTRPAYDIINVAGTG
VRQIGYWSNHSGLSTVLPELLYTKEKPNMSTSPKLKHVIWPGETFTKPRGWVFSNNGKELKIGVPLRVSYKEFVSQIRGTEN
MFKGFCIDVFTAAVNLLPYAVPVKFIPYGNGKENPSYTHMVEMITTGNFDGVVGDVAIVTNRTKIVDFTQPYAASGLVVVA
PFKKLNSGAWAFLRPFNRLMWAVTGCCFLFVGIVVWILEHRTNDEFRGPPKRQCVTILWFSFSTMFFAHRENTVSTLGRLV
LIWLEEVVLEIINSSYTASLTSILTVQQLSSPIKGIESLRERDDPIGYQVGSFAESYLRNELNISESRLVPLGTPEAYAKALKDGPSKG
GVAAIVDERPYVELFLSSNCAYRIVGQEFTKSGWGFAFPRDSPLAIDLSTAILELAENGDLQRIHDKWLMKNACTLENAELES

DRLHLKSF| [IRQLYKKPTODAIARDQQQNHDSSSMRSTRLQRFLSLMDEKEESKHESKKRKI

DGSMNDTSGSTRSRGFDRERSFNSVNPLD

GLR3.4 (last 347 AA)



MGFLVMIREVSMAKAIRVVLLCVSVLWVVPKECACRSNFSRNSSSSSSSSLRPLRQRPSSVNVGALFTYDSFIGRAAKPAVK

AAMDDVNADQSVLKGIKLNIIFQDSNCSGFIGTMGALQLMENKVVAAIGPQSSGIAHMISYVANELHVPLLSFGATDPTLS
SLQFPYFLRTTQNDYFQMHAIADFLSYSGWRQVIAIFVDDECGRNGISVLGDVLAKKRSRISYKAAITPGADSSSIRDLLVSVN
LMESRVFVVHVNPDSGLNVFSVAKSLGMMASGYVWIATDWLPTAMDSMEHVDSDTMDLLQGVVAFRHYTIESSVKRQ
FMARWKNLRPNDGFNSYAMYAYDSVWLVARALDVFFRENNNITFSNDPNLHKTNGSTIQLSALSVFNEGEKFMKIILGM

NHTGVTGPIQFDSDRNRVNPAYEVLNLEGTAPRTVGYWSNHSGLSVVHPETLYSRPPNTSTANQRLKGIIYPGEVTKPPRG

WVFPNNGKPLRIGVPNRVSYTDYVSKDKNPPGVRGYCIDVFEAAIELLPYPVPRTYILYGDGKRNPSYDNLVNEVVADNFD

VAVGDITIVTNRTRYVDFTQPFIESGLVVVAPVKEAKSSPWSFLKPFTIEMWAVTGGFFLEVGAMVWIL EHRFNQEFREBE
BRI WESESTVEES HR EN TV SSLGRFVLIWLFVVLIINSSYTASLTSIL TIRQLTSRIEGIDSLVTSNEPIGVQDGTFARNYLI
NELNILPSRIVPLKDEEQYLSALQRGPNAGGVAAIVDELPYIEVLLTNSNCKFRTVGQEFTRTGWGFAFORDSPLAVDMSTAI
LatSEEGELEKIHRKWLNYKHECSMAQISNSEDSQLSLKSF | QY QRLLPESADEERAGEV
SEPSRSGRGSRAPSFKELIKVVDKREAEIKEILKQKSSKKLKSTQSAAGTSQSQHGEIT

GLR3.5 (last 348 AA)

MGALQLMENKVVAAIGPQSSGIGHIISHVANELHVPFLSFAATDPTLSSLQYPYFLRTTQNDYFQMNAITDFVSYFRWREV
VAIFVDDEYGRNGISVLGDALAKKRAKISYKAAFPPGADNSSISDLLASVNLMESRIFVVHVNPDSGLNIFSVAKSLGMMGS
GYVWITTDWLLTALDSMEPLDPRALDLLQGVVAFRHYTPESDNKRQFKGRWKNLRFKESLKSDDGFNSYALYAYDSVWLV
ARALDVFFSQGNTVTFSNDPSLRNTNDSGIKLSKLHIFNEGERFLQVILEMNYTGLTGQIEFNSEKNRINPAYDILNIKSTGPL
RVGYWSNHTGFSVAPPETLYSKPSNTSAKDQRLNEIIWPGEVIKPPRGWVFPENGKPLKIGVPNRVSYKNYASKDKNPLGV
KGFCIDIFEAAIQLLPYPVPRTYILYGDGKKNPSYDNLISEVAANIFDVAVGDVTIITNRTKFVDFTQPFIESGLVVVAPVKGAKS
SPWSFLKPFTIEMWAVTGALFLFVGAVIWILEHRFNEEFRGPPRRQIITVFWFSFSTMFFSHRENTVSTLGRFUIIVANIEV
INSSYTASLTSIL TVQQLTSRIEGMDTLIASNEPIGVQDGTFAWKFLVNELNIAPSRIIPLKDEEEYLSALQRGPRGGGVAAIVD
ELPYIKALLSNSNCKFRTVGQEFTRTGWGFAFQRDSPLAVDMSTAILQLAEEGKLEKIRKKWLTYDHECTMQISDTENYQIS
voll <\ F\WQYQRLRPEESDEVQARSEEAGSSRGKSLRAVSFKDLIK\/VDKREAEIKEMLKEK
SSKKLKDGQSSAENSQSKDHETPQ

GLR3.6 (last 328 AA)

MKWFLLMLIICNAVPLQGLTKIVSARPQVVNIGSVFTFNSLIGKVIKVAMDAAVEDVNASPSILNTTTLRIIMHDTKYNGFM
SIMEPLQFMESETVAIIGPQRSTTARVVAHVATELKIPILSFSATDPTMSPLQFPFFIRTSQNDLFQMAAIADIVQFYGWREV
VAIYGDDDYGRNGVAALGDRLSEKRCRISYKAALPPAPTRENITDLLIKVALSESRIIVVHASFIWGLELFNVARNLGMMSTG
YVWIATNWLSTIIDTDSPLPLDTINNIQGVITLRLHTPNSIMKQNFVQRWHNLTHVGLSTYALYAYDTVWLLAQAIDDFFKK
GGNVSFSKNPIISELGGGNLHLDALKVFDGGKIFLESILQVDRIGLTGRMKFTSDRNLVNPAFDVLNVIGTGYTTIGYWFNHS
GLSVMPADEMENTSFSGQKLHSVVWPGHSIKIPRGWVFSNNGRHLRIGVPNRYRFEEVVSVKSNGMITGFCVDVFIAAIN
LLPYAVPFELVAFGNGHDNPSNSELVRLITTGVYDAGVGDITIITERTKMADFTQPYVESGLVVVAPVRKLGSSAMAFLRPFT
PQMWLIAAASFLIVGAVIWCL EHKHNDEFRGPPRRQVITTFWFSFSTLFFSHRETTTSNLGRIVIIWEEVAEINSSYTASL TSI
LTVHQLSSPIKGIETLQTNHDPIGYPQGSFVRDYLIHELNIHVSRLVPLRSPEEYDKALRDGPGKGGVAAVVDERAYIELFLSN
RCEFGIVGQEFTKNGWGFAFPRNSPLAVDVSAAILQLSENGDMQRIRDKWLLRKACSLQGAEIEVDRLEL S|
I 1 RQFGQQCPEEAEGSIRRRSSPSARIHSFLSFVKEKEEDAKARSSRERQLEDISANGSSRCN

GLR3.7 (last 344 AA)

MGLGIDPSVAITALIVVILVWPMDCQRPQLVNIGAVFAFDSVIGRAAKVALEAAVSDVNNDKSFLKETELRLLMEDSACNVF
RGSFGAFELLEKEVVAMIGPISSSVAHTISDIAKGLHFPLVSFAATDPTLSALQFPFFLRTTPNDAHQMSALVDLINFYGWKE



VISVYSDDELGRNGVSALDDELYKKRSRISYKVPLSVHSDEKFLTNALNKSKSIGPRVYILHFGPDPLLRIFDIAQKLOMMTHE

YVWLATDWLSVTLDSLSDKGTLKRLEGVVGLRQHIPESVKMEHFTHKLQSNRSMNAYALHAYDTVWMIAHGIEELLNEGI

NITFSYSEKLLHARGTKLHLEKIKFFNSGELLLEKLLKVNFTGIAGQVQFGSGRNVIGCDYEIINVNKTDVHTVGFWSKNGGFS
VVAPKTRHSQKKTSFVSDEKLGDITWPGGGREKPRGWVIADSADPLKIVVPRRVSFVEFVTEEKNSSHRIQGFCIDVFIEALK
FVPYSVPYIFEPFGNGHSSPNYNHLIQMVTDGVYDAAVGDIAIVPSRSKLVDFSQPYASTGLVVVIPANDDNATWIFLRPFIS
RLWCVVLVSELVIAVVIWILEHRINEDFRGPPRRQLSTMLLFSFSTLFKRNQEDTISNEARLVMIVWLELEMVLETASYTANLTS
ILTVQQLPSAITGIDSLRASEVPIGYQAGTFTLEYLTYSLGMARSRLVPLDSTEEYEKALKLGPTNWGGVAAIVDELPYIELFLAE

RTGFKIVGEPFMHRGWGFAFKRDSPLAIDMSTAILKLSE ckTNCAGKSNWNPEPNQLHLKSFKG]I
Y- 0 VRYRR VI ERTSSMPRASWSASPTLRLRELVFDFVEFVDEKEEAIKRMFRRSDDSNNNPSHVGEV

QADTEVPRN



Supplemental Figure 2

A flg22 B flg22

250 200
—— 50uM W5 —— 50M W5
R 50 yM W-7 L 50 M W-7
200 1 i 150 4
=150 —
E Z 100
x Iy
s S
=100 (5]
< 50 1
509
0
0

0 5 10 15 20 25 30 -50

Time (min.) Time (min.)



Supplemental Figure 1. Transmembrane and CaMBD predictions for individual
Arabidopsis iGluRs.

Supplementary Figure 2. Individual seedling response curves upon treatment with
the calmodulin antagonist W-7.
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