Figure S2. Signatures of local adaptation in Southeast Asian populations associated with MTTP and DAPP1

A. Window-based Fst analysis

06 Japanese&Korean Vs SoutheastAsian 0.8 Han Vs SoutheastAsian

0.5+
0.6 -

Chromosome Chromosome
0 - SouthernChinese&Thai1 Vs SoutheastAsian SouthernChinese&Thai2 Vs SoutheastAsian
0.5 = 0.4
0.4
0.3
5 034 5
[T L.
H 0.2 = .
. ’. . * ° K] .
””””””””””””””””””””” .’-;"T””"""’:g".’.’.’”"{’;’:”{””””";””"”’:’”"””””:””’ :
o R TRME Y : e L WP N S R
.:. i . o b '.| K ! ;
. 5 i
w e ~ © o 2 ¢ ¥ 23 22CF22R1R ~ ¢ 2 32252 2RAR

Chromosome Chromosome



B. SNP-based Fsr analysis
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