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alignment score=1 , category=0 , p=0.0456503157497291

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath-miR156d slicing AT1G27370.4 at nt 1325
alignment score=1 , category=0 , p=0.0456503157497291

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath—-miR156e slicing AT1G27370.4 at nt 1325
alignment score=1 , category=0 , p=0.0456503157497291

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath—-miR156f slicing AT1G27370.4 at nt 1325
alignment score=1 , category=0 , p=0.0456503157497291

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath-miR156g slicing AT1G27370.4 at nt 1325
alignment score=2 , category=0 , p=0.0387652739078221

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath—-miR156h slicing AT1G27370.4 at nt 1325
alignment score=2 , category=0 , p=0.0432259504343167

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath—-miR156i slicing AT1G27370.4 at nt 1325
alignment score=1 , category=0 , p=0.0482697796921467

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath—-miR156;j slicing AT1G27370.4 at nt 1325
alignment score=0 , category=0 , p=0.0524860420603949

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

400

300

200

100

ath-miR157d slicing AT1G27370.4 at nt 1325
alignment score=2 , category=0 , p=0.0432259504343167

—— Cleavage Site 1325
—— All Other Sites

I I I I
0 500 1000 1500

AT1G27370.4 position (nts)




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319a slicing AT1G30210.1 at nt 1142
alignment score=2.5 , category=1, p=0.00773423857972566

—— Cleavage Site 1142
—— All Other Sites

I I I I
0 500 1000 1500

AT1G30210.1 position (nts)




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319b slicing AT1G30210.1 at nt 1142
alignment score=2.5 , category=1, p=0.00773423857972566

—— Cleavage Site 1142
—— All Other Sites

I I I I
0 500 1000 1500

AT1G30210.1 position (nts)




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319c slicing AT1G30210.1 at nt 1142
alignment score=3.5 , category=1 , p=0.00927389322554639

—— Cleavage Site 1142
—— All Other Sites

I I I I
0 500 1000 1500

AT1G30210.1 position (nts)




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

rco-miR319d_2ss20TC21TA slicing AT1G30210.1 at nt 1142
alignment score=3.5 , category=1 , p=0.00464774739067697

—— Cleavage Site 1142
—— All Other Sites

I I I I
0 500 1000 1500

AT1G30210.1 position (nts)




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319a slicing AT1G30210.2 at nt 1023
alignment score=2.5 , category=1, p=0.00773423857972566

—— Cleavage Site 1023
—— All Other Sites

I I I
0 500 1000

AT1G30210.2 position (nts)

1500




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319b slicing AT1G30210.2 at nt 1023
alignment score=2.5 , category=1, p=0.00773423857972566

—— Cleavage Site 1023
—— All Other Sites

I I I
0 500 1000

AT1G30210.2 position (nts)

1500




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath-miR319c slicing AT1G30210.2 at nt 1023
alignment score=3.5 , category=1 , p=0.00927389322554639

—— Cleavage Site 1023
—— All Other Sites

I I I
0 500 1000

AT1G30210.2 position (nts)

1500




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

rco-miR319d_2ss20TC21TA slicing AT1G30210.2 at nt 1023
alignment score=3.5 , category=1 , p=0.00464774739067697

—— Cleavage Site 1023
—— All Other Sites

I I I I
0 500 1000 1500

AT1G30210.2 position (nts)




Reads

20

15

10

ath-miR167c slicing AT1G30330.1 at nt 3326
alignment score=3.5 , category=4 , p=0.0878397022113475

—— Cleavage Site 3326
—— All Other Sites

0 1000

I
2000

AT1G30330.1 position (nts)

4000



Reads

20

15

10

ath-miR167c slicing AT1G30330.2 at nt 3246

alignment score=3.5 , category=4 , p=0.0878397022113475

—— Cleavage Site 3246
—— All Other Sites

I
0 1000 2000

AT1G30330.2 position (nts)




Reads

40 60 80 100 120 140

20

ath—-miR403 slicing AT1G31280.1 at nt 3233
alignment score=1 , category=0 , p=0.00274476325150719

—— Cleavage Site 3233
—— All Other Sites

I I I I I I I
0 500 1000 1500 2000 2500 3000

AT1G31280.1 position (nts)




ath—-miR827 slicing AT1G33140.1 at nt 626
alignment score=4 , category=4 , p=0.0772962837552712

—— Cleavage Site 626
—— All Other Sites

Reads

I I I I
0 200 400 600 800

AT1G33140.1 position (nts)




Reads

40

30

20

10

ath-miR168a slicing AT1G48410.1 at nt 522
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 522
—— All Other Sites

I I I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.1 position (nts)

I
3500




Reads

40

30

20

10

ath—-miR168b slicing AT1G48410.1 at nt 522
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 522
—— All Other Sites

I I I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.1 position (nts)

I
3500




Reads

40

30

20

10

ath-miR168a slicing AT1G48410.2 at nt 522
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 522
—— All Other Sites

.

I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.2 position (nts)

3500




Reads

40

30

20

10

ath—-miR168b slicing AT1G48410.2 at nt 522
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 522
—— All Other Sites

.

I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.2 position (nts)

3500




Reads

40

30

20

10

ath-miR168a slicing AT1G48410.3 at nt 532
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 532
—— All Other Sites

I IIIIIIIIII

il

I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.3 position (nts)

3500



Reads

40

30

20

10

ath—-miR168b slicing AT1G48410.3 at nt 532
alignment score=4 , category=3 , p=0.013935588046682

—— Cleavage Site 532
—— All Other Sites

I IIIIIIIIII

il

I I I I I
0 500 1000 1500 2000 2500 3000

AT1G48410.3 position (nts)

3500



Reads

14

12

10

ath-miR165a slicing AT1G52150.1 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites

l | II

L

I I
0 500

1000 1500 2000

AT1G52150.1 position (nts)

2500

3000

I
3500



Reads

14

12

10

ath—-miR165b slicing AT1G52150.1 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites

l | II

L

I I
0 500

1000 1500 2000

AT1G52150.1 position (nts)

2500

3000

I
3500



Reads

12

10

ath-miR165a slicing AT1G52150.2 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites
[ [ [ [ [ [ [ [
0 500 1000 1500 2000 2500 3000 3500

AT1G52150.2 position (nts)



Reads

12

10

ath-miR165b slicing AT1G52150.2 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites
[ [ [ [ [ [ [ [
0 500 1000 1500 2000 2500 3000 3500

AT1G52150.2 position (nts)



Reads

14

12

10

ath-miR165a slicing AT1G52150.3 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites

I I
0 500

1000 1500 2000 2500

AT1G52150.3 position (nts)

I
3000

I
3500




Reads

14

12

10

ath-miR165b slicing AT1G52150.3 at nt 1279

alignment score=3.5 , category=2 , p=0.0826630452846873

—— Cleavage Site 1279
—— All Other Sites

I I
0 500

1000 1500 2000 2500

AT1G52150.3 position (nts)

I
3000

I
3500




Reads

ath—-miR156a slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

0 200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156b slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156¢ slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

0 200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156d slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156e slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

0 200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156f slicing AT1G53160.1 at nt 602
alignment score=2 , category=0 , p=0.00232298286129295

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156g slicing AT1G53160.1 at nt 602
alignment score=3 , category=0 , p=0.00190102408274728

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156h slicing AT1G53160.1 at nt 602
alignment score=3 , category=0 , p=0.0151073874828038

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156i slicing AT1G53160.1 at nt 602
alignment score=0 , category=0 , p=0.00316636532880588

—— Cleavage Site 602
—— All Other Sites

0 200 400 600

AT1G53160.1 position (nts)

800



Reads

ath—-miR156j slicing AT1G53160.1 at nt 602
alignment score=1 , category=0 , p=0.00274476325150719

—— Cleavage Site 602
—— All Other Sites

0 200 400 600

AT1G53160.1 position (nts)

800



Reads

ath-miR157d slicing AT1G53160.1 at nt 602
alignment score=3 , category=0 , p=0.00758244044293721

—— Cleavage Site 602
—— All Other Sites

200 400 600

AT1G53160.1 position (nts)

800



Reads

ath-miR319a slicing AT1G53230.1 at nt 1195
alignment score=4 , category=0 , p=0.0117700365439392

—— Cleavage Site 1195
—— All Other Sites

I I I I
0 500 1000 1500

AT1G53230.1 position (nts)




Reads

ath-miR319b slicing AT1G53230.1 at nt 1195
alignment score=4 , category=0 , p=0.0117700365439392

—— Cleavage Site 1195
—— All Other Sites

I I I I
0 500 1000 1500

AT1G53230.1 position (nts)




Reads

ath-miR319c slicing AT1G53230.1 at nt 1195
alignment score=3.5 , category=0 , p=0.0100971226825827

—— Cleavage Site 1195
—— All Other Sites

I I I I
0 500 1000 1500

AT1G53230.1 position (nts)




Reads

ptc—miR319i_R+1 1ss5GA slicing AT1G53230.1 at nt 1195
alignment score=4 , category=0 , p=0.0103063916905599

—— Cleavage Site 1195
—— All Other Sites

I I I I
0 500 1000 1500

AT1G53230.1 position (nts)




Reads

2.0

15

1.0

0.5

0.0

ath—-miR400 slicing AT1G62720.1 at nt 996
alignment score=1 , category=4 , p=0.0719789614737892

—— Cleavage Site 996
—— All Other Sites

I I I I
0 500 1000 1500

AT1G62720.1 position (nts)




Reads

ath-miR156h_L+1 slicing AT1G69170.1 at nt 1308
alignment score=2.5 , category=0 , p=0.00211202577527625

—— Cleavage Site 1308
—— All Other Sites

I I I I
500 1000 1500

AT1G69170.1 position (nts)



Reads

ath-miR157a slicing AT1G69170.1 at nt 1308
alignment score=2.5 , category=0 , p=0.00421959089767709

—— Cleavage Site 1308
—— All Other Sites

I I I I
500 1000 1500

AT1G69170.1 position (nts)



Reads

ath-miR157b slicing AT1G69170.1 at nt 1308
alignment score=2.5 , category=0 , p=0.00421959089767709

—— Cleavage Site 1308
—— All Other Sites

I I I I
500 1000 1500

AT1G69170.1 position (nts)



Reads

ath-miR157c slicing AT1G69170.1 at nt 1308
alignment score=2.5 , category=0 , p=0.00421959089767709

—— Cleavage Site 1308
—— All Other Sites

I I I I
500 1000 1500

AT1G69170.1 position (nts)



Reads

ath-miR157d_L+1 slicing AT1G69170.1 at nt 1308
alignment score=2.5 , category=0 , p=0.00421959089767709

—— Cleavage Site 1308
—— All Other Sites

I I I I
500 1000 1500

AT1G69170.1 position (nts)



Reads

50
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10

ath-miR160a slicing AT1G77850.1 at nt 1420
alignment score=0.5 , category=0 , p=0.00295558657455874

—— Cleavage Site 1420
—— All Other Sites

I I I I
0 500 1000 1500

AT1G77850.1 position (nts)

2000




Reads

50

40

30

20

10

ath—-miR160b slicing AT1G77850.1 at nt 1420
alignment score=0.5 , category=0 , p=0.00295558657455874

—— Cleavage Site 1420
—— All Other Sites

I I I I
0 500 1000 1500

AT1G77850.1 position (nts)

2000




Reads

50

40

30

20

10

ath—-miR160c slicing AT1G77850.1 at nt 1420
alignment score=0.5 , category=0 , p=0.00295558657455874

—— Cleavage Site 1420
—— All Other Sites

I I I I
0 500 1000 1500

AT1G77850.1 position (nts)

2000




Reads

3.0

2.5

2.0

15

1.0

0.5

0.0

ath—-MIR172c—p5 slicing AT1G79730.1 at nt 1220
alignment score=3.5 , category=0 , p=0.00842137684801048

—— Cleavage Site 1220
—— All Other Sites

I I I I
0 500 1000 1500

AT1G79730.1 position (nts)

2000




Reads

ath—-miR396a slicing AT2G22840.1 at nt 792
alignment score=3.5 , category=0 , p=0.0117700365439392

—— Cleavage Site 792
—— All Other Sites

I I I I
0 500 1000 1500

AT2G22840.1 position (nts)




Reads

ath—miR396D slicing AT2G22840.1 at nt 792
alignment score=4 , category=0 , p=0.0405926042712963

—— Cleavage Site 792
—— All Other Sites

I I I I
0 500 1000 1500

AT2G22840.1 position (nts)




Reads

ath—-miR414 slicing AT2G27170.1 at nt 3326
alignment score=1.5 , category=3 , p=0.0989996202653091

—— Cleavage Site 3326
—— All Other Sites

I I
0 1000 2000 3000

AT2G27170.1 position (nts)

4000



Reads

ath—-miR414 slicing AT2G27170.2 at nt 3345
alignment score=1.5 , category=3 , p=0.0989996202653091

—— Cleavage Site 3345
—— All Other Sites

I I
0 1000 2000 3000

AT2G27170.2 position (nts)

4000



Reads

ath-miR319a slicing AT2G31070.1 at nt 1391
alignment score=3.5 , category=0 , p=0.00674279424614888

—— Cleavage Site 1391
—— All Other Sites

I I
500 1000 1500

AT2G31070.1 position (nts)

2000



Reads

ath-miR319b slicing AT2G31070.1 at nt 1391
alignment score=3.5 , category=0 , p=0.00674279424614888

—— Cleavage Site 1391
—— All Other Sites

I I
500 1000 1500

AT2G31070.1 position (nts)

2000



Reads

ath-miR319c slicing AT2G31070.1 at nt 1391
alignment score=2.5 , category=0 , p=0.00211202577527625

—— Cleavage Site 1391
—— All Other Sites

I I
500 1000 1500

AT2G31070.1 position (nts)

2000



Reads

ath—-miR165a slicing AT2G34710.1 at nt 881
alignment score=2.5 , category=3 , p=0.0263765645194631

—— Cleavage Site 881
—— All Other Sites
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2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR165b slicing AT2G34710.1 at nt 881
alignment score=2.5 , category=3 , p=0.0263765645194631

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath-miR166a slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR166b slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath-miR166¢ slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR166d slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR166e slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR166f slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

ath—-miR166g slicing AT2G34710.1 at nt 881
alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
0 500

I
1000

1500

2000 2500

AT2G34710.1 position (nts)

3000



Reads

gma-miR166a-3p_1ss21CT slicing AT2G34710.1 at nt 881

alignment score=3 , category=3 , p=0.0237705226602556

—— Cleavage Site 881
—— All Other Sites

il

I I
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1000
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2000 2500

AT2G34710.1 position (nts)

3000



Reads

25

20
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10

ath-miR171b slicing AT2G45160.1 at nt 1011
alignment score=3 , category=0 , p=0.00569223744064928

—— Cleavage Site 1011
—— All Other Sites

0 500

I I
1000 1500

AT2G45160.1 position (nts)

2000




Reads

25

20

15

10

ath-miR171c slicing AT2G45160.1 at nt 1011
alignment score=3 , category=0 , p=0.00569223744064928

—— Cleavage Site 1011
—— All Other Sites

0 500

I I
1000 1500

AT2G45160.1 position (nts)

2000




Reads

ahy-miR159 1ss7TC slicing AT3G11440.1 at nt 1166
alignment score=3.5 , category=0 , p=0.00842137684801048

—— Cleavage Site 1166
—— All Other Sites
o _|
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AT3G11440.1 position (nts)



Reads

ath-miR159a slicing AT3G11440.1 at nt 1166

alignment score=3.5 , category=0 , p=0.0100971226825827

—— Cleavage Site 1166
—— All Other Sites
o _|
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0 500 1000 1500 2000

AT3G11440.1 position (nts)



Reads

ath-miR159b_R-1 slicing AT3G11440.1 at nt 1166
alignment score=3.5 , category=0 , p=0.0184334678554026

—— Cleavage Site 1166
—— All Other Sites
o _|
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[ [ [ [ [
0 500 1000 1500 2000

AT3G11440.1 position (nts)



Reads

ath—-miR159c slicing AT3G11440.1 at nt 1166

alignment score=4 , category=0 , p=0.0248458179394981

—— Cleavage Site 1166
—— All Other Sites
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0 500 1000 1500 2000

AT3G11440.1 position (nts)



Reads

ath-miR159c_R-2 slicing AT3G11440.1 at nt 1166
alignment score=3 , category=0 , p=0.0409982057022138

—— Cleavage Site 1166
—— All Other Sites
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