™ Length

Gene Name Sequence oC (nt)
TTGTCAGCAATGCATCCTGCACCACC 61

GAPDH (=G3PDH) NM_008084.2 119
CTGAGTGGCAGTGATGGCATGGAC 61
. . CCCAGTATTCTAGAGGGGTG GCC 61

glutamate receptor, ionotropic, AMPA4 123
CTTCAGTGGGGAAGCTTGGTGTGATG 61

glutamate receptor, ionotropic, AMPA3 (alpha CACACGACGCAATACTGGTCATAGCAG 61 120
3) GACTCCAGGGCACAGCAGGA G 61
. . CTGAGACTGAAGAACAGGAAGATGACCATC 62

glutamate receptor, ionotropic, NMDA2B 119
CGGGACTGTATTCCGCATGCAGG 61
. GCTGGCTTTTGGCCCTTTGGGTC 61

dopamine receptor D1A 123
GCTGGAGATAGCCCAATACCTGTCC 61
. CCATCTCTTGCCCACTGCTC GG 61

dopamine receptor 2 122
GGTGACGATGAAGGGCACGTAGAAC 61
GTCAGCGACGGCAAATACGGAGC 61

glutamate receptor, ionotropic, AMPAL GACCAAGGTTATGGTCAAGGGGGC 61 120
CCTCGCTTGTCACGCCCCC 60
CTCTCGTAGCATAAGCCTCAAGGACAG 61

MNR2A 123
CAGACCTTGGGGGAAAAGGGAGCTTTTG 61
AGACCCACAGGGCAGGTCCTAAG 61

mMDARPP32 126
GTTGAAGTCTATGAGAGGGTTGGGGAC 61
GAGGGTTACTGATGTCCCGGAAACAC 61

GADG5 120
CCAGGAGAGCTGAACACTGCAAGG 61
TCTCCTATGACACCGGGGACAAGG 61

GADG67 129
GGCATTTGTTGATCTGGTTTTCAAATCCCAC 60
CCAGTTTCGGACCAGTTTCAGACCAC 61

GABA-al Gabarl 120
TGTTTAGCCGGAGCACTGTCATGGG 61
CTCACGCACAGAGCTGCTGGCA 60

DGL-alpha 120
ATGGTTGCACTTGGTGGTCGCTCAG 61
CTGCATGGCTGTTGGTACGGACTG 61

DGL-beta 120
GGTTAGAAGTGTCTGCTCTCCAAGAAGA 60
GGATGAGTATGAGGACAGCCAGTCTC 61

NAPE-PLD 120
GGAGAACCTAGAAGACACACTTCCTCC 61
. GTTATAACCCCCAGCCTGAGGCC 61

Choline acetyltransferase 120
GGTCTCTCATGTCAACAAGGCTCGC 61
- AGGAACAACTGGCCAAGAGAAAGACCTT 60

M1 muscarinic R 120
GCACCATGATGTTATATGGTGTCCAGGT 60

. .. TCCCTCGACGTACCGCTGGTG 60 115

B2 Nicotinic R

GCGTGGTAGGCGAACGGTGG 60
CCGTGGCTTGACTCGCGACC 60

GABA-B1 117
AGGCACTTGCGCACCTTGGGC 60
. ACCATTAACATGGATGGGACCGCCC 61

EAAT1 glial 121
CGGCCGTGGCTGTGATGCTTATTG 61
. CATTAACATGGATGGCACAGCCCTTTAC 60

EAAT2 glial 120
TGCCCAGGTTTCGGTGCTTTGGC 61
ACTGTCCTGAGCGGGCTTGCAATC 61

EAAT3 neuronal 117
TGTCAGGAGAGCCTGCGCCATAC 61
GCCTGCAGACCATGACCCGAG 60

EAAT4 neuronal 125
GAGCTGGTACGGGCGCAAGG 60
CCGTGGCTTGACTCGCGACC 60

GABA-B1 117
AGGCACTTGCGCACCTTGGGC 60
CAGGGTGGCATTTATGTCTTCAAACTGTTTG 60

GABA transporter 123
ATAGAACCGGTTGACACCATAAAACCAGG 60
. TCCTGGTTGTCGTTCCTCGGGC 60

Kainate 5 117
AGCCGGCATCTTCCTCCCCTC 60
AACAAGCGCGGACCCAAGGCAG 60

NR1 121

CGCTTGCAGAAAGGATGATGACCCG

61




TGGCTCTGGCCCCGGTGCA 60

mG1uR5 121
GAAGCGCTCCTCTGCCTCTGC 60
CGGTGAACCAGCGGTGACCC 60

SHT-1d 117
TGGTTCTGTCCTGCTGACGGC G 61
CGTCGGCGTCGTGGAGATCG 60

SHT-2cC 120
TCCAGCATCTCCGCGCCAATCG 60
TCCTTCGCGCCCTTAGTGGTCTC 61

VAChT 120
GCCATAGACTGATACGTGGCGCAC 60
AGAAGCGGCAGGAAGGCGCG 60

vGlutl 120
TGTAGCGACGAGGGAGGCCAAAG 61
TTGGTGCTTGCAGTAGGATTCAGTGGATT 60

vGlut2 120
CAGCGTGCCAACGCCATTTGAAATGC 61
CGCTGAGGCTACGCGAGGTG 60

VIATT 118
CCGAAGCCTCTGTGTGGACATGG 61
AAGGCTCACAGCCACGCAGTTCG 61

Cnrl; CBl-Receptor 120
TAATGTCCATGCGGGCTTGGTCAGG 61
TGCATCAACCCTATCATATACCCATGCTC 60

Adrala 120
AGTGTAGCCCAGGGCATGCTTGG 61
CCACCCTTGCAGCAGCCTCAG 60

Adra2b 120
GCTCAGCTGTGTCCGACGGC 60
GAACCAAGTCAAAGTGCGAGTCTCAGAC 61

Htrlb 120
GCCAACACACAATAAATGCTCCTAAAATGATCC 61
GGACGATGCAGTCCATCAGCAACG 61

Htra 120
TGCAGATGACGGCCATGATATTGGTGATG 61
GAAGATTCGAAGACCTCCACCTCAGTC 61

Gabbr2 120
GTCTTTGTCCAGCTCTGTGATCTTCATTC 60
CAGGAAGAAACGGAAAGCCAAGGTCAAG 61

Gabrd 120
GAGATAGCCAACTCCTGACTGACC 61
. CATCGACTCCAAGGGCTATGGCATC 61

Grik3 120
CACTTCTCCTTCATGATGTGCAGTTTGTC 60
TGTTCCTTCCCAGTGTCCAAAGACCC 61

Chrm5 120
CAAGGTCTGCGCCGCTTTCCTCT 61
CGCTGCAGCCTGGCCAGTGTGGAGC 60

Chrna? 120
AGTCTGGAGTTGGGGCACAGTGC 61

Sesn3 CGAATGGTCTACAATCTCACCTACAACAC 60 120
CATAGTCATCATACCTGATTCCAAACATACAGTG 61
X CAGCAGCGCACAGGGCACAAC 60

Hipk2 120
TTCACTGGCCTGGGTCTTCAGTGG 61
GACCACGTGGATGAAGGCTGATGAAG 61

Add?2 120
ATGTCCAGAACTTCCTGGGGGTCAG 61
AGACTCATGGAGACCAACCCCATCC 61

Kcnbl 120
GAAGTTAACCTTGAGCGCTCGCAGC 61
ACGGAAGGACCTCTTTGACATGAAGCC 61

Shc3 120

GGGGCTCTGGGTGTGACCG

60




