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2_Jcytoskeletal protein PC0012€| 446 46 23.62 + 2.45E-05 36 17.05 + 3.54E-05 92 45.48 + 6.02E-10 1 1 1 1 3
3_|transcription factor PC00064 2109 157 111.71 + 1.33E-05 134 80.62 + 7.09E-09 280 215.05 + 5.24E-06 1 1 1 1 3
4 |transferase PC00127| 1605 147 85.02 + 1.55E-10 115 61.36 + 1.37E-10 260 163.66 + 3.71E-13 1 1 1 1 3
5 _JUnclassified N/A 11104 495 588.17 - 1.92E-07 325 424.48 - 6.91E-11 1004 1132.24 - 2.45E-07 1 1 1 1 3
6 |kinase PC00157] 718 90 38.03 + 2.09E-13 64 27.45 + 9.47E-10 83 73.21 + 1.36E-01 0 1 1 0 2
7_|protein kinase PC00137 549 69 29.08 + 1.26E-10 52 20.99 + 5.29E-09 56 55.98 + 5.17E-01 0 1 1 0 2
8 Jribosomal protein PC0022¢| 498 6 26.38 - 1.79E-06 1 19.04 - 9.17E-08 44 50.78 - 1.88E-01 0 1 1 0 2
9 _|DNA binding protein PC0017]] 525 55 27.81 + 2.64E-06 29 20.07 + 3.41E-02 97 53.53 + 4.20E-08 0 1 0 1 2
10 Jenzyme modulator PC00053| 939 86 49.74 + 1.18E-06 45 35.9 + 7.54E-02 152 95.75 + 3.79E-08 0 1 0 1 2
11 Jreceptor PC0000(| 1451 112 76.86 + 6.19E-05 71 55.47 + 2.19E-02 91 147.95 - 1.64E-07 0 1 0 1 2
12 Jactin family cytoskeletal protein PC0008¢| 217 18 11.49 + 4.49E-02 22 8.3 + 5.13E-05 47 22.13 + 2.52E-06 0 0 1 1 2
13 IDNA helicase PC00093| 81 16 4.29 + 1.10E-05 8 3.1 + 1.40E-02 7 8.26 - 4.17E-01 0 1 0 0 1
protein modulator PC0020¢| 286 48 15.15 + 9.45E-12 22 10.93 + 1.97E-03 24 29.16 - 1.95E-01 0 1 0 0 1
15 |guanyl-nucleotide exchange factor PC0002¢| 90 21 4.77 + 3.39E-08 6 3.44 + 1.34E-01 6 9.18 - 1.91E-01 0 1 0 0 1
16 Joxidoreductase PC00214 683 15 36.18 - 4.95E-05 13 26.11 - 3.30E-03 67 69.64 - 4.04E-01 0 1 0 0 1
17 Jtranscription cofactor PC0016¢| 291 34 15.41 + 2.61E-05 23 11.12 + 1.12E-03 52 29.67 + 1.18E-04 0 1 0 0 1
18 Jtransporter PC00011]] 1286 128 68.12 + 1.62E-11 69 49.16 + 3.49E-03 123 131.13 - 2.50E-01 0 1 0 0 1
19 Jnon-motor actin binding protein PC0003¢| 115 10 6.09 + 8.99E-02 15 4.4 + 5.42E-05 25 11.73 + 4.82E-04 0 0 1 0 1
20 |phosphodiesterase PC00097 27 4 1.43 + 5.71E-02 7 1.03 + 9.95E-05 1 2.75 - 2.39E-01 0 0 1 0 1
21 Jcalcium-binding protein PC00054 68 1 3.6 - 1.25E-01 2 2.6 - 5.18E-01 27 6.93 + 5.60E-09 0 0 0 1 1
| 22 Jcalmodulin PC0013]] 37 0 1.96 - 1.41E-01 2 141 + 4.13E-01 14 3.77 + 4.07E-05 0 0 0 1 1
| 23 Jchaperone PC0015]] 131 6 6.94 - 4.58E-01 0 5.01 6.60E-03 42 13.36 + 2.66E-10 0 0 0 1 1
24 | G-protein PC0018¢| 215 6 11.39 - 6.32E-02 7 8.22 - 4.22E-01 55 21.92 + 1.77E-09 0 0 0 1 1
25 | G-protein coupled receptor PC00197 743 50 39.36 + 5.45E-02 31 28.4 + 3.36E-01 36 75.76 - 2.11E-07 0 0 0 1 1
PC0003¢| 242 16 12.82 + 2.20E-01 21 9.25 + 5.80E-04 47 24.68 + 3.73E-05 0 0 0 1 1
PC0006(| 37 0 1.96 - 1.41E-01 2 141 + 4.13E-01 14 3.77 + 4.07E-05 0 0 0 1 1
PC00114 97 3 5.14 - 2.46E-01 4 3.71 + 5.08E-01 33 9.89 + 5.17E-09 0 0 0 1 1
PC00124 237 12 12.55 - 5.13E-01 7 9.06 - 3.16E-01 4 24.17 - 5.00E-07 0 0 0 1 1
PC00124 329 31 17.43 + 1.96E-03 17 12.58 + 1.34E-01 61 33.55 + 1.14E-05 0 0 0 1 1
PC0004(| 167 22 8.85 + 1.30E-04 10 6.38 + 1.12E-01 39 17.03 + 3.22E-06 0 0 0 1 1
PC0003¢| 201 9 10.65 - 3.79E-01 9 7.68 + 3.63E-01 62 20.5 + 8.97E-14 0 0 0 1 1
33 Jneuropeptide PC0017¢| 25 1 1.32 - 6.18E-01 0 0.96 - 3.84E-01 13 2.55 + 2.88E-06 0 0 0 1 1
34 Jnucleic acid binding PC00217 1964 115 104.03 + 1.43E-01 78 75.08 + 3.80E-01 351 200.26 + 3.73E-24 0 0 0 1 1
35 Jnucleotidyltransferase PC0004¢| 96 3 5.09 - 2.53E-01 7 3.67 + 7.88E-02 26 9.79 + 1.18E-05 0 0 0 1 1
|_36 |phosphatase modulator PC0013¢| 66 3 3.5 - 5.37E-01 1 2.52 - 2.82E-01 20 6.73 + 2.52E-05 0 0 0 1 1
37 Jprotein phosphatase PC0018]| 110 11 5.83 + 3.55E-02 6 4.21 + 2.47E-01 28 11.22 + 1.68E-05 0 0 0 1 1
| 38 Jreplication origin binding protein PC0001¢| 53 3 2.81 + 5.32E-01 2 2.03 - 6.70E-01 17 54 + 5.00E-05 0 0 0 1 1
39 IRNA binding protein PC00011] 1122 39 59.43 - 2.66E-03 26 42.89 - 3.26E-03 223 114.41 + 1.75E-20 0 0 0 1 1
40 JRNA helicase PC00094 69 5 3.65 + 3.04E-01 6 2.64 + 5.16E-02 20 7.04 + 4.61E-05 0 0 0 1 1
| 41 |small GTPase PC00117 158 5 8.37 - 1.59E-01 3 6.04 1.47E-01 45 16.11 + 2.31E-09 0 0 0 1 1
42 Jtranslation factor PC00201] 75 4 3.97 + 5.61E-01 0 2.87 - 5.66E-02 29 7.65 + 2.78E-09 0 0 0 1 1
43 Jviral coat protein PC00237 138 2 7.31 - 2.32E-02 1 5.28 - 3.18E-02 2 14.07 - 8.59E-05 0 0 0 1 1
44 Jviral protein PC0002¢| 139 2 7.36 - 2.23E-02 1 5.31 - 3.08E-02 2 14.17 - 7.86E-05 0 0 0 1 1
45 Jacetyltransferase PC0021¢| 108 12 5.72 + 1.43E-02 6 4.13 + 2.35E-01 21 11.01 + 4.64E-03 0 0 0 0 0
46 Jactin and actin related protein PC00041] 30 0 1.59 - 2.04E-01 4 1.15 + 2.93E-02 6 3.06 + 8.99E-02 0 0 0 0 0
47 Jactin binding motor protein PC0016¢| 8 0 0.42 - 6.55E-01 0 0.31 - 7.36E-01 3 0.82 + 4.97E-02 0 0 0 0 0
48 Jacyltransferase PC0021€| 83 3 4.4 - 3.60E-01 4 3.17 + 3.92E-01 20 8.46 + 4.95E-04 0 0 0 0 0
49 ladenylate cyclase PC0007¢| 22 6 117 + 1.29E-03 3 0.84 + 5.34E-02 0 2.24 - 1.06E-01 0 0 0 0 0
50 Jaldolase PC00144 7 0 0.37 - 6.90E-01 1 0.27 + 2.35E-01 1 0.71 + 5.10E-01 0 0 0 0 0
| 51 Jamino acid kinase PC0017¢| 5 1 0.26 + 2.33E-01 0 0.19 - 8.26E-01 0 0.51 - 6.01E-01 0 0 0 0 0
|_52 Jamino acid transporter PC00067 106 9 5.61 + 1.15E-01 5 4.05 + 3.81E-01 7 10.81 - 1.55E-01 0 0 0 0 0
|_53 Jaminoacyl-tRNA synthetase PC00234 20 1 1.06 - 7.14E-01 1 0.76 + 5.35E-01 5 2.04 + 5.62E-02 0 0 0 0 0
54 Jamylase PC00053| 10 0 0.53 - 5.89E-01 1 0.38 + 3.18E-01 0 1.02 - 3.61E-01 0 0 0 0 0
55 Janion channel PC00217 39 2 2.07 - 6.59E-01 1 1.49 - 5.61E-01 7 3.98 + 1.08E-01 0 0 0 0 0
56 Jannexin PCO0010€| 9 1 0.48 + 3.79E-01 0 0.34 - 7.09E-01 5 0.92 + 2.54E-03 0 0 0 0 0
| 57 Jantibacterial response protein PC0014¢| 29 1 1.54 - 5.46E-01 1 111 - 6.96E-01 0 2.96 - 5.19E-02 0 0 0 0 0
58 Japolipoprotein PC0021¢| 44 4 2.33 + 2.07E-01 3 1.68 + 2.38E-01 3 4.49 - 3.44E-01 0 0 0 0 0
| 59 Jaspartic protease PC00203| 17 2 0.9 + 2.28E-01 0 0.65 5.22E-01 3 1.73 + 2.52E-01 0 0 0 0 0
60 JATP synthase PCO006¢| 56 3 297 + 5.69E-01 1 2.14 - 3.69E-01 16 571 + 2.95E-04 0 0 0 0 0
61 JATP-binding cassette (ABC) transporter PC0000z| 79 10 4.18 + 1.08E-02 8 3.02 + 1.22E-02 4 8.06 - 9.62E-02 0 0 0 0 0
| 62 |basic helix-loop-helix transcription factor PC00024 117 4 6.2 - 2.59E-01 3 4.47 - 3.46E-01 13 11.93 + 4.16E-01 0 0 0 0 0
| 63 |basic leucine zipper transcription factor PCO0005E| 25 3 1.32 + 1.48E-01 3 0.96 + 7.22E-02 6 2.55 + 4.53E-02 0 0 0 0 0
64 Jcalcium channel PC00137| 31 8 1.64 + 3.05E-04 3 1.19 + 1.17E-01 3 3.16 - 6.11E-01 0 0 0 0 0
|_65 Jcalsequestrin PC0023¢| 2 0 0.11 - 8.99E-01 0 0.08 - 9.26E-01 0 0.2 - 8.16E-01 0 0 0 0 0
66 Jcarbohydrate kinase PC00167 38 1 2.01 - 4.02E-01 2 1.45 + 4.26E-01 10 3.87 + 6.56E-03 0 0 0 0 0
67 Jcarbohydrate phosphatase PC0019¢| 10 0 0.53 - 5.89E-01 0 0.38 - 6.82E-01 0 1.02 - 3.61E-01 0 0 0 0 0
68 Jcarbohydrate transporter PC00003| 50 7 2.65 + 1.87E-02 2 191 + 5.70E-01 6 51 + 4.01E-01 0 0 0 0 0
| 69 Jcation transporter PC0023¢| 185 23 9.8 + 2.10E-04 4 7.07 - 1.66E-01 27 18.86 + 4.47E-02 0 0 0 0 0
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70 Jcell adhesion molecule PC00107 116 4 6.14 - 2.66E-01 5 4.43 + 4.56E-01 7 11.83 - 9.68E-02 0 0 0 0 0
71 Jcell junction protein PC00101 85 4 4.5 - 5.31E-01 4 3.25 + 4.09E-01 8 8.67 - 5.00E-01 0 0 0 0 0
72 Jcentromere DNA-binding protein PC00017 16 2 0.85 + 2.08E-01 0 0.61 - 5.42E-01 3 1.63 + 2.25E-01 0 0 0 0 0
| 73 Jchaperonin PC0007Z 24 1 1.27 - 6.37E-01 0 0.92 - 3.99E-01 9 2.45 + 9.78E-04 0 0 0 0 0
74 Jchemokine PC0022¢ 53 0 2.81 - 6.02E-02 0 2.03 - 1.32E-01 2 54 - 9.43E-02 0 0 0 0 0
75 Jchromatin/chromatin-binding protein PCO0011¢ 89 11 4.71 + 9.09E-03 4 34 + 4.42E-01 22 9.08 + 1.90E-04 0 0 0 0 0
76 |CREB transcription factor PCO0005€ 25 3 1.32 + 1.48E-01 3 0.96 + 7.22E-02 6 2.55 + 4.53E-02 0 0 0 0 0
77 Jcyclase PC0008¢ 24 6 1.27 + 1.98E-03 3 0.92 + 6.57E-02 0 2.45 - 8.64E-02 0 0 0 0 0
78 Jcysteine protease PCO00157 124 10 6.57 + 1.28E-01 8 4.74 + 1.07E-01 18 12.64 + 9.05E-02 0 0 0 0 0
79 Jcysteine protease inhibitor PC00154 32 2 17 + 5.05E-01 0 1.22 - 2.94E-01 4 3.26 + 4.11E-01 0 0 0 0 0
80 Jcytokine PC00207 178 2 9.43 - 4.32E-03 3 6.8 - 9.18E-02 13 18.15 - 1.34E-01 0 0 0 0 0
81 Jcytokine receptor PCO0020¢ 261 19 13.82 + 1.07E-01 5 9.98 - 6.70E-02 10 26.61 - 2.00E-04 0 0 0 0 0
| 82 Jdamaged DNA-binding protein PC00071 44 5 2.33 + 8.72E-02 5 1.68 + 2.84E-02 7 4.49 + 1.67E-01 0 0 0 0 0
83 |deacetylase PC0004¢ 2 0 0.11 - 8.99E-01 0 0.08 - 9.26E-01 0 0.2 - 8.16E-01 0 0 0 0 0
84 Jdeaminase PC00087 13 1 0.69 + 4.98E-01 2 0.5 + 8.92E-02 2 1.33 + 3.82E-01 0 0 0 0 0
85 Jdecarboxylase PC0012( 21 1 111 - 6.94E-01 1 0.8 + 5.52E-01 6 214 + 2.22E-02 0 0 0 0 0
86 Jdefense/immunity protein PC00047 151 5 8 - 1.91E-01 3 5.77 - 1.72E-01 9 15.4 - 5.75E-02 0 0 0 0 0
87 Jdehydratase PC00044 30 1 1.59 - 5.28E-01 3 1.15 + 1.09E-01 4 3.06 + 3.66E-01 0 0 0 0 0
| 88 Jdehydrogenase PC0018( 263 7 13.93 - 3.22E-02 5 10.05 - 6.41E-02 29 26.82 + 3.61E-01 0 0 0 0 0
| 89 IDNA glycosylase PC00017 15 0 0.79 - 4.52E-01 0 0.57 - 5.64E-01 1 153 - 5.48E-01 0 0 0 0 0
90 |DNA ligase PC00014 10 1 0.53 + 4.11E-01 0 0.38 - 6.82E-01 2 1.02 + 2.71E-01 0 0 0 0 0
91 |DNA methyltransferase PC0001( 17 2 0.9 + 2.28E-01 1 0.65 + 4.78E-01 4 173 + 9.82E-02 0 0 0 0 0
92 |DNA photolyase PC0019¢ 2 0 0.11 - 8.99E-01 1 0.08 + 7.36E-02 0 0.2 - 8.16E-01 0 0 0 0 0
93 | DNA polymerase processivity factor PCO0001¢ 2 0 0.11 - 8.99E-01 0 0.08 - 9.26E-01 1 0.2 + 1.84E-01 0 0 0 0 0
94 |DNA strand-pairing protein PCO0008¢ 7 0 0.37 - 6.90E-01 0 0.27 - 7.65E-01 0 0.71 - 4.90E-01 0 0 0 0 0
95 |DNA topoisomerase PC00017 4 0 0.21 - 8.09E-01 0 0.15 - 8.58E-01 1 0.41 + 3.35E-01 0 0 0 0 0
96 |DNA-directed DNA polymerase PC0000¢ 10 0 0.53 - 5.89E-01 1 0.38 + 3.18E-01 1 1.02 - 7.29E-01 0 0 0 0 0
97 |DNA-directed RNA polymerase PC0020( 16 0 0.85 - 4.28E-01 1 0.61 + 4.58E-01 4 1.63 + 8.32E-02 0 0 0 0 0
98 Jendodeoxyribonuclease PCO0009¢ 18 3 0.95 + 7.19E-02 1 0.69 + 4.98E-01 5 184 + 3.90E-02 0 0 0 0 0
99 Jendoribonuclease PC0009¢ 51 2 2.7 - 4.93E-01 1 1.95 - 4.20E-01 6 52 + 4.19E-01 0 0 0 0 0
| 100} epimerase/racemase PC0013¢ 7 1 0.37 + 3.10E-01 0 0.27 - 7.65E-01 5 0.71 + 8.54E-04 0 0 0 0 0
| 101} esterase PC0018¢ 31 0 1.64 1.93E-01 1 1.19 - 6.68E-01 6 3.16 + 1.01E-01 0 0 0 0 0
102]exodeoxyribonuclease PC00077 1 0 0.05 - 9.48E-01 0 0.04 - 9.62E-01 1 0.1 + 9.69E-02 0 0 0 0 0
103]exoribonuclease PC00207 25 2 1.32 + 3.82E-01 0 0.96 - 3.84E-01 7 2.55 + 1.56E-02 0 0 0 0 0
104]extracellular matrix glycoprotein PC0010g 56 6 297 + 8.03E-02 8 214 + 1.65E-03 3 571 - 1.79E-01 0 0 0 0 0
105]extracellular matrix protein PC0013( 78 7 4.13 + 1.25E-01 10 2.98 + 1.03E-03 10 7.95 + 2.77E-01 0 0 0 0 0
106]extracellular matrix structural protein PC0010Z 11 1 0.58 + 4.42E-01 1 0.42 + 3.43E-01 5 112 + 5.87E-03 0 0 0 0 0
107]galactosidase PC0010¢ 10 1 0.53 + 4.11E-01 0 0.38 - 6.82E-01 1 1.02 - 7.29E-01 0 0 0 0 0
108]gap junction PC0007(¢ 20 0 1.06 - 3.47E-01 1 0.76 + 5.35E-01 3 2.04 + 3.34E-01 0 0 0 0 0
109]glucosidase PC0011( 13 0 0.69 - 5.02E-01 0 0.5 - 6.08E-01 0 1.33 - 2.66E-01 0 0 0 0 0
110]glycosidase PCO0019¢ 30 2 1.59 + 4.72E-01 3 1.15 + 1.09E-01 5 3.06 + 1.95E-01 0 0 0 0 0
Egrow{h factor PC00007 186 7 9.85 - 2.33E-01 5 7.11 - 2.86E-01 14 18.97 - 1.51E-01 0 0 0 0 0
112]helicase PC00094 5 0 0.26 - 7.67E-01 1 0.19 + 1.74E-01 0 0.51 - 6.01E-01 0 0 0 0 0
113]helix-turn-helix transcription factor PCO0000€ 290 3 15.36 - 1.49E-04 12 11.09 + 4.31E-01 22 29.57 - 9.12E-02 0 0 0 0 0
114]heterotrimeric G-protein PC0002( 45 1 2.38 - 3.12E-01 4 1.72 + 9.61E-02 9 4.59 + 4.44E-02 0 0 0 0 0
115]histone PCO0001¢€ 81 1 4.29 - 7.22E-02 3 3.1 - 6.26E-01 10 8.26 + 3.16E-01 0 0 0 0 0
116JHMG box transcription factor PC0002¢ 65 2 3.44 - 3.31E-01 3 2.48 + 4.52E-01 11 6.63 + 7.40E-02 0 0 0 0 0
117]homeobox transcription factor PCO0011¢€ 290 3 15.36 - 1.49E-04 12 11.09 + 4.31E-01 22 29.57 - 9.12E-02 0 0 0 0 0
118JHsp70 family chaperone PC0002¢ 13 0 0.69 - 5.02E-01 0 0.5 - 6.08E-01 3 1.33 + 1.49E-01 0 0 0 0 0
119|Hsp90 family chaperone PC00027 4 0 0.21 - 8.09E-01 0 0.15 - 8.58E-01 2 0.41 + 6.37E-02 0 0 0 0 0
120} hydrolase PC00187 456 26 24.15 + 3.80E-01 29 17.43 + 6.44E-03 56 46.5 + 9.41E-02 0 0 0 0 0
Ehydrox lase PC0017¢ 75 2 3.97 - 2.42E-01 2 2.87 - 4.53E-01 5 7.65 - 2.25E-01 0 0 0 0 0
122]immunoglobulin PC00051 68 0 3.6 - 2.71E-02 0 2.6 - 7.41E-02 0 6.93 - 9.66E-04 0 0 0 0 0
123Jimmunoglobulin receptor superfamil PC0007¢E| 201 11 10.65 + 4.98E-01 4 7.68 - 1.18E-01 6 20.5 - 1.71E-04 0 0 0 0 0
124]immunoglobulin superfamily cell adhesion mo| PC0006¢ 40 0 212 N 1.20E-01 0 1.53 N 2.16E-01 1 4.08 - 8.58E-02 0 0 0 0 0
125]interferon superfamily PC0012¢ 27 0 1.43 - 2.39E-01 0 1.03 - 3.56E-01 0 2.75 - 6.36E-02 0 0 0 0 0
126]interleukin superfamily PC0008¢ 35 1 1.85 - 4.47E-01 0 134 - 2.62E-01 2 3.57 - 3.08E-01 0 0 0 0 0
127]intermediate filament PCO0015€ 10 0 0.53 - 5.89E-01 1 0.38 + 3.18E-01 1 1.02 - 7.29E-01 0 0 0 0 0
128intermediate filament binding protein PC0012¢ 10 0 0.53 - 5.89E-01 1 0.38 + 3.18E-01 1 1.02 - 7.29E-01 0 0 0 0 0
129]ion channel PC00227 477 42 25.27 + 1.28E-03 21 18.23 + 2.87E-01 28 48.64 - 8.71E-04 0 0 0 0 0
130]kinase activator PC0014( 42 4 222 + 1.85E-01 0 1.61 - 2.01E-01 9 4.28 + 3.09E-02 0 0 0 0 0
Ekinase inhibitor PC0013¢ 16 0 0.85 - 4.28E-01 0 0.61 - 5.42E-01 1 1.63 - 5.15E-01 0 0 0 0 0
132|kinase modulator PC0009¢g 105 12 5.56 + 1.17E-02 4 4.01 - 6.26E-01 15 10.71 + 1.25E-01 0 0 0 0 0
133|KRAB box transcription factor PC00244 421 31 22.3 + 4.54E-02 22 16.09 + 9.15E-02 29 42.93 - 1.53E-02 0 0 0 0 0
i PC0016( 274 21 14.51 + 6.32E-02 19 10.47 + 1.09E-02 45 27.94 + 1.70E-03 0 0 0 0 0
PC00121] 73 0 3.87 - 2.08E-02 4 2.79 + 3.06E-01 3 7.44 - 6.11E-02 0 0 0 0 0

PC00104 112 11 5.93 + 3.96E-02 8 4.28 + 6.93E-02 18 11.42 + 4.30E-02 0 0 0 0 0

137|major histocompatibility complex antigen PC0007¢ 20 3 1.06 + 9.15E-02 2 0.76 + 1.78E-01 2 2.04 - 6.66E-01 0 0 0 0 0
138]membrane trafficking regulatory protein PC00034| 115 9 6.09 + 1.62E-01 7 4.4 + 1.55E-01 20 11.73 + 1.70E-02 0 0 0 0 0
139 membrane-bound signaling molecule PC00167 175 14 9.27 + 8.75E-02 6 6.69 - 4.97E-01 23 17.84 + 1.36E-01 0 0 0 0 0
140 metalloprotease PC0019( 165 11 8.74 + 2.63E-01 12 6.31 + 2.75E-02 12 16.82 - 1.43E-01 0 0 0 0 0
141 metalloprotease inhibitor PC00191 4 0 0.21 - 8.09E-01 0 0.15 - 8.58E-01 0 0.41 - 6.65E-01 0 0 0 0 0
PC00174 131 15 6.94 + 5.18E-03 6 5.01 + 3.85E-01 28 13.36 + 3.00E-04 0 0 0 0 0
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143 microtubule binding motor protein PCO0016€] 53 11 2.81 + 1.64E-04 5 2.03 + 5.49E-02 4 5.4 - 3.72E-01 0 0 0 0 0
144]mitochondrial carrier protein PC0004¢ 19 0 1.01 3.65E-01 0 0.73 - 4.84E-01 0 194 - 1.44E-01 0 0 0 0 0
145|mutase PCO0009¢ 11 0 0.58 - 5.58E-01 1 0.42 + 3.43E-01 3 112 + 1.04E-01 0 0 0 0 0
146]myelin protein PC00211] 28 1 1.48 - 5.63E-01 2 1.07 + 2.90E-01 8 2.86 + 9.03E-03 0 0 0 0 0
147 neurotrophic factor PC00117 9 0 0.48 - 6.21E-01 0 0.34 - 7.09E-01 2 0.92 + 2.34E-01 0 0 0 0 0
148 non-motor microtubule binding protein PC0022¢ 51 9 2.7 + 1.90E-03 2 1.95 + 5.80E-01 15 52 + 3.34E-04 0 0 0 0 0
149 nuclear hormone receptor PC0008( 47 3 2.49 + 4.54E-01 2 18 + 5.36E-01 5 4.79 + 5.22E-01 0 0 0 0 0
150} nuclease PC0003Z 40 2 212 - 6.45E-01 4 1.53 + 6.92E-02 10 4.08 + 9.17E-03 0 0 0 0 0
Elnucleotide kinase PCO0006¢ 49 6 2.6 + 4.85E-02 4 1.87 + 1.21E-01 6 5 + 3.83E-01 0 0 0 0 0
%nucleotide phosphatase PCO0006€] 37 0 1.96 - 1.41E-01 3 141 + 1.70E-01 5 3.77 + 3.27E-01 0 0 0 0 0
153Joxidase PCO0019¢ 64 1 3.39 - 1.48E-01 2 2.45 - 5.57E-01 6 6.53 - 5.22E-01 0 0 0 0 0
Eloxygenase PCO0017¢€ 89 2 4.71 - 1.50E-01 2 3.4 - 3.39E-01 7 9.08 - 3.15E-01 0 0 0 0 0
155 peptide hormone PC00167 173 10 9.16 + 4.34E-01 7 6.61 + 4.92E-01 28 17.64 + 1.35E-02 0 0 0 0 0
156]peroxidase PC00177 29 1 154 - 5.46E-01 0 111 - 3.30E-01 0 2.96 - 5.19E-02 0 0 0 0 0
157]phosphatase PC0004¢ 236 20 12.5 + 3.00E-02 16 9.02 + 2.19E-02 44 24.06 + 1.56E-04 0 0 0 0 0
158] phosphatase activator PC00184 1 0 0.05 - 9.48E-01 0 0.04 - 9.62E-01 1 0.1 + 9.69E-02 0 0 0 0 0
159 phosphatase inhibitor PC00187 30 1 1.59 - 5.28E-01 0 1.15 - 3.17E-01 10 3.06 + 1.26E-03 0 0 0 0 0
160} phospholipase PC00147 39 0 2.07 - 1.27E-01 4 1.49 + 6.44E-02 3 3.98 - 4.38E-01 0 0 0 0 0
[ 161] phosphorylase PC00042 14 0 0.74 - 4.76E-01 0 0.54 - 5.85E-01 3 1.43 + 1.73E-01 0 0 0 0 0

otassium channel PC00247 85 14 4.5 + 2.45E-04 6 3.25 + 1.11E-01 10 8.67 + 3.69E-01 0 0 0 0 0
rimase PC0001¢ 1 0 0.05 - 9.48E-01 0 0.04 - 9.62E-01 1 0.1 + 9.69E-02 0 0 0 0 0
PC00179 550 32 29.13 + 3.20E-01 31 21.03 + 2.32E-02 60 56.08 + 3.16E-01 0 0 0 0 0

rotease inhibitor PC00117 162 4 8.58 - 7.03E-02 4 6.19 - 2.59E-01 8 16.52 - 1.63E-02 0 0 0 0 0
rotein kinase receptor PC00021 2 0 0.11 - 8.99E-01 0 0.08 - 9.26E-01 0 0.2 - 8.16E-01 0 0 0 0 0
167]pyrophosphatase PC0008¢ 5 0 0.26 - 7.67E-01 0 0.19 - 8.26E-01 2 0.51 + 9.32E-02 0 0 0 0 0
168 reductase PC00097 76 2 4.03 - 2.34E-01 2 291 - 4.44E-01 11 7.75 + 1.60E-01 0 0 0 0 0
169]reverse transcriptase PC00031] 5 1 0.26 + 2.33E-01 0 0.19 - 8.26E-01 0 0.51 - 6.01E-01 0 0 0 0 0
170]ribonucleoprotein PC0014¢ 57 2 3.02 - 4.19E-01 1 2.18 - 3.59E-01 17 5.81 + 1.18E-04 0 0 0 0 0
171]RNA methyltransferase PC0018¢ 21 0 111 - 3.29E-01 0 0.8 - 4.48E-01 4 214 + 1.69E-01 0 0 0 0 0
172]serine protease PC00081 191 5 10.12 - 6.21E-02 9 7.3 + 3.11E-01 10 19.48 - 1.40E-02 0 0 0 0 0
173]serine protease inhibitor PC0008Z 120 2 6.36 - 4.75E-02 4 4.59 - 5.15E-01 3 12.24 - 1.88E-03 0 0 0 0 0
| 174)signaling molecule PC0016¢ 1047 65 55.46 + 1.09E-01 42 40.02 + 3.97E-01 122 106.76 + 7.49E-02 0 0 0 0 0
175|SNARE protein PC0023¢ 41 2 217 - 6.30E-01 0 1.57 - 2.08E-01 11 4.18 + 3.90E-03 0 0 0 0 0
176]sodium channel PC0024( 20 2 1.06 + 2.86E-01 0 0.76 - 4.65E-01 2 2.04 - 6.66E-01 0 0 0 0 0
177|storage protein PC00161 25 1 1.32 - 6.18E-01 1 0.96 + 6.16E-01 2 2.55 - 5.31E-01 0 0 0 0 0

structural protein PC0022¢ 297 10 15.73 - 8.58E-02 9 11.35 - 3.02E-01 28 30.28 - 3.82E-01 0 0 0 0 0

surfactant PC0021( 14 0 0.74 - 4.76E-01 2 0.54 + 1.01E-01 0 1.43 - 2.40E-01 0 0 0 0 0
180] TGF-beta receptor PC00237 2 1 0.11 + 1.01E-01 0 0.08 - 9.26E-01 0 0.2 - 8.16E-01 0 0 0 0 0

| 181} tight junction PC0010¢ 47 2 2.49 - 5.46E-01 2 1.8 + 5.36E-01 2 4.79 - 1.43E-01 0 0 0 0 0
182]transaldolase PC00221] 1 0 0.05 - 9.48E-01 0 0.04 - 9.62E-01 1 0.1 + 9.69E-02 0 0 0 0 0
183]transaminase PC00111 25 2 1.32 + 3.82E-01 1 0.96 + 6.16E-01 5 2.55 + 1.15E-01 0 0 0 0 0
184]transfer/carrier protein PCO0015¢ 310 9 16.42 - 3.43E-02 13 11.85 + 4.07E-01 49 31.61 + 2.33E-03 0 0 0 0 0
185]transketolase PC0003g 5 0 0.26 - 7.67E-01 0 0.19 - 8.26E-01 0 0.51 - 6.01E-01 0 0 0 0 0
186]transmembrane receptor requlatory/adaptor pr) PC0023¢€ 83 13 4.4 + 6.37E-04 11 3.17 + 4.51E-04 8 8.46 - 5.28E-01 0 0 0 0 0
187|tubu||n PC00157 22 0 117 - 3.12E-01 2 0.84 + 2.06E-01 8 224 + 2.21E-03 0 0 0 0 0
188Jtumor necrosis factor family member PCO0003¢ 10 0 0.53 - 5.89E-01 0 0.38 - 6.82E-01 1 1.02 - 7.29E-01 0 0 0 0 0
189]tumor necrosis factor receptor PC0003¢ 22 4 117 + 3.08E-02 1 0.84 + 5.69E-01 2 224 - 6.11E-01 0 0 0 0 0
190]type | cytokine receptor PC00084 32 3 1.7 + 2.41E-01 0 1.22 - 2.94E-01 1 3.26 - 1.63E-01 0 0 0 0 0
191} ubiquitin-protein ligase PC00017 135 16 7.15 + 2.87E-03 13 5.16 + 2.56E-03 25 13.77 + 4.00E-03 0 0 0 0 0
192]vesicle coat protein PC0015( 32 4 1.7 + 9.23E-02 1 1.22 - 6.54E-01 11 3.26 + 5.76E-04 0 0 0 0 0
| 193] voltage-gated ion channel PC0008( 1 0 0.05 - 9.48E-01 0 0.04 - 9.62E-01 0 0.1 - 9.03E-01 0 0 0 0 0
194)zinc finger transcription factor PC0021¢ 697 52 36.92 + 1.01E-02 46 26.64 + 3.40E-04 68 71.07 - 3.85E-01 0 0 0 0 0




