Enhanced gene detection assays for fumarate-adding enzymes allow uncovering anaerobic hydrocarbon degraders in

terrestrial and marine systems

Frederick von Netzer!, Giovanni Pilloni, Sara Kleindienst*®, Martin Kriiger®, Katrin Knittel?, Friederike Grindger® and

Tillmann Lueders®”

Supplementary table S1: Overview of published FAE gene primer sets

This table gives an overview of published primers used in enrichments and environmental samples. Primer target positions

are indicated on gene and protein level for the bss operon and bssA subunit of Thauera aromatica K127 (7) as a reference.

Primers of Shinoda et al. (8) for Magnetospirillum strains are not included in this list. From the primer sets developed by

Callaghan et al. (5), only the sets are given which were used for environmental samples and enrichments.
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