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B
Name p-value Sites

SPNCRNA.S06  3.70e-08 TTACTAGTTA ACGAAGTTGCGET CACAATGCGG
SPNCRNA.628 1.16e-06 AATTTCCAGT ATGTAGTTGCGT TAAAAAAACA
cssl 2.30e-06 GTAAAAAATC ACGCAGTTCTGT GTACAATAAC
Tf1 2.49e-06 GCTATGATAC ACTACGTTGCGT ATCACTATAT
SPNCRNA.811  1.50e-05 CTTTTTCTAA ATGACGTTACGA TGTTCTACCA
spn7 1.69e-05 CATTATGTTT ACGAAGTTATAT GTAGCAACGA
ssal 3.22e-05 GAGTATCGTA ACGTAATTCCTT GACTTCGTCA
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Name Motif Location

Tf1 -

ssal Tf1 = TSS

spn7 Tfl = TSS

cssl Tf1-®— TSS
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