1 ARRARCCCAAGARAAGTCTCTCTCTTTCTCTCTCTCCTAGCTAGCCCCCGATCTGGCCCT

61 CTCTCTCACGCGCTCTAGAAC TAGAAGGGCATCCGCAGAAGT TGACCACGTACAGCAGCGE
121 GCAGCGCGGECTCCTCCTGTTATATAACGCCCGCCTCTCGCCGCTCTCCAGCTTCTTCTT
181 AATTTCTCTTCTATGATACAGGGGTAGGAGAAGGAGGAGGAGGAGTAGAAGCAGCTCCAC
241 ACCTGTACGTAGCTGCCGCGUGCCGETGAGCGAGGTCGTTCTTGAGAGCTGTATATATAT
301 ATATAGCTCCGCGACGACGCCGATGATGGCCATCAAGTCGCTGAGCATGGTGGAGGCCAG
1 M M A I K 5 L 5 M v E A 5
361 CCTGCCTCCGGGGT TCAGGT TCCACCCGCGCGACGACGAGCTCGTGCTGGACTACCTGET
14 L P P G F R F H P R DDZE L ¥ L D ¥ L A
421 CAAGAAGCTCGGCGECGGCEGAGGCCCTGTGGTGGTGAGCATCTACGGCTGCCCCACCAT
34 E K L ¢ G 6 G 6 P ¥V ¥V ¥V 5 I ¥ G € P T M
481 GGTCGACGTCGATCTCAACARGTGCGAGCCCTGGGACCTTCCCGACATCGCGTGCATTGE
54 ¥ pD VvV D L N KR ¢ E P WD L P D I A C I G
541 TGGAAAAGAGTGGTATTTCTACAGCCT TAGAGATAGAAAGTATGCCACTGGCCAGCGTAT
74 ¢ K E W ¥ F ¥ $ L R D R K ¥ A T G ¢ R T
601 AAACAGAGCAACTGATTCGGGATAC TGGAAGGCCACAGGGAAAGACCGTCCAATAAGCCG
94 N R A T D S G ¥ W KE A T ¢ E D R P I 5 R
661 GAAAGGGTTACTTGTTGGTATGCGCARRACCCTTGTGTTTTATCAAGGTAGAGCCCCARR
114 K ¢ L L v 6 M[R K T L VvV F ¥ © G R A P K|
721 GGGAAAGAAGACCGAGTGGGT TATGCATGAGT TTCGCATGGAAGGGCGAGATGATCCCAT
134 G K K T E|lW VvV M H E F R M E G R D D P M
781 GAAATTACCTTTCAAGGAGGACTGGETCTTGTGTAGACGTTTTCTACAAGAGTAGGGCAAC
154 ¥ L P F K E D W V L € R ¥ F ¥ K 5 R A T
841 AGTTGCAAAGCCGCCCACAGAGAGCAGCAGCTTCAATATTGATGCAGCCACAACTTCATT
174 ¥v A K P P T E S 5 S F N I D A A T T 5 L
901 GCCTCCCCTTATTGACAACAACT TCAATATCTCCTTTGACCAGCCTGGCTCATCATCAGT
194 P P L I D N W F H I 5 F D @ P G 5 5 5 W
961 GCAGAACCTAGAGGGTTATGAGCAAGTGCCCTGCTTCTCCAGTAACCCCTCTCAGCAGCT
214 Q¢ N L E 6 ¥ E § VvV P ¢ F S S N P S @ @Q P
1021 ATCGTCGTCGATGAACGCCGCCCGECTGCCGCCGTCTGCCGCCATGGCTGATCCGGAGCA
234 S 5 s M N A A R L P P S A A M A D P E
1081 GCAGATGGGGAAGTCAATAATCAAGGATGTTCTCATGAGCCAGTTTAGCAGGTTCGAAGS
254 Q M ¢6 K § I I K D ¥V L M 5 @ F s R F E G
1141 CAGCGTCAAGAGGGAGGCGCCTCCAAGCAATTTTTCTCAGGATGGGTTTGAGTACT TAGT
274 s ¥ *R R E A P P S N F S g D ¢ F BE ¥ L A
1201 TGAGAGTGGCTTCACGCAGATGTGOAATTCOTTCAATTAGTTGATTATGTTTTATAGGAR
294 E S 6 F T Q M W N 5 F N «*
1261 GATTATATATATATTATTGT TATGGAGAGCGATGCGGATCGAAATGCCTCGACGATAACA
1321 GOATGCGATATATAGATGAGTOCTACAAGAGGCTTGEOTGTGTOTGCCTCCTGTGTGGTAT
1381 TGCATGTAGCCGTAGTAGTAGTAGGTATATATATACATATAGTAGCAGTACCATCTCAGT
1441 ACACATCCTTCAAAAAGAAGCGAGAAATGAAAAGACGAGATATATATATGTCTGTATGCCCT
1501 ATGCCATCAATTAATGACGACAGATGTGTAAATACATTATTTGTGTACTATGGAGAAATC
1561 AGAAGGAAAARAATACAGTGCGTACGTGATGACAAAAAACAAGAATAGAATTTTATTCAT
1621 ATGGTCCGTTGTCTATT.

Additional file 3. The full-length cDNA of ZmNAC1
This figure shows the full length cDNA of ZmNAC1, in which the highly conserved region of the
NAC domain is boxed; the red box indicates the (NLS) nuclear localization signal as noted

between amino acids 121 and 138.



