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Supplementary Figure S1. Specificity of the VAI- and VAll-specific probes. VAI

and VAII genes respectively in the diluted DNA of plasmids were detected using the

VAI probe (prVAI-3) and the VAII probe (prVAII-2). Since the sensitivity of VAI and

VAII probes are different, the Ct values are not identical.
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Supplementary Figure S2. Correlation between the amounts of infected vector and

Ct values using qPCR. Linear correlations were observed, indicating that the copy
numbers of VA RNAs and GFP mRNA and their ratios in Table 3 can be obtained by
measuring the Ct values (Pei, Z., Kondo, S., Kanegae, Y. & Saito, I. Copy number of
adenoviral vector genome transduced into target cells can be measured using
quantitative PCR: application to vector titration. Biochem. Biophys. Res. Commun. 417,

945-950, (2012).



