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A. baylyi ADP1
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A. baumannii ATCC 19606[T]
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A. baumannii W6976

A. baumannii AB307-0294

!
1|
|
1
I
]
-

— ‘

N R
[ IR

A. baumannii AYE

A. baumannii 6013150
A. baumannii 6013113
A. calcoaceticus PHEA-2

A. pittii SHO24

A. pittii DSM 9306

A. pittii DSM 21653[T]
A. baumannii SDF

A.sp. DR1
A. calcoaceticus DSM 30006[T]
A. calcoaceticus RUH2202
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Additional File 5. Relationship dendogram of the 38 strains based on the genomic fluidity analysis proposed by Kislyuk et al.
[55]. A. baumannii SDF is again outside the ACB complex, the two A. nosocomialis strains fall within the A. baumannii cluster
and PHEA-2 is closest to DR1 and the two A. calcoaceticus strains. These differences may be explained by the fact that genomic
fluidity is strongly affected by putative horizontal gene transfer events.



