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Figure S1 Complete blood counts of p15Ink4bKO animals as compare to wild-type. The mice used in this study were maintained
on a 129/Sv background. Shown here are results for 5 month old animals. Horizontal line represents a median value. An unpaired
two-tailed t-test was used to assay the statistical significance; p>0.05 for all data sets (wild-type n=15, p15Ink4bKO n=20).
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Figure S2 Expression of p16Iink4a mRNA in sorted hematopoietic progenitor populations of p15ink4b knockout mice. GAPDH was
used as an internal control and depicted as fold change of the mRNA compared to GMPs. (n=12)



