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  Total	
  genomic	
  load	
  by	
  disease	
  category.	
  	
  The	
  non-­‐normalized	
  number	
  of	
  non-­‐synonymous	
  variants	
  in	
  each	
  disease	
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  of	
  each	
  
genome	
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  shown.	
  Data	
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  plotted	
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  order	
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  their	
  genome’s	
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