
Supplemental	  Figure	  1.	  Total	  genomic	  load	  by	  disease	  category.	  	  The	  non-‐normalized	  number	  of	  non-‐synonymous	  variants	  in	  each	  disease	  category	  of	  each	  
genome	  is	  shown.	  Data	  are	  plotted	  in	  order	  of	  their	  genome’s	  

identifiers. 	  


