Table S4

Sequences of the mouse and human conserved genomic regions
containing predicted DIx binding sites near the BMP2 locus

BMP2 locus

Element B2-R1 (30 kb upstream of the Start codon of Bmp2)

Score: 1 Position: chr2:133347131-133347146
Band: 2gF2 Strand: +

>mm9 dna range=chr2:133346631-133347646
GTCAARTTAAGGTATCTAATCTGCCACAGGGACCAGCCARAATGTCARARA
GACTCCCRAGCACTCCAGCAGCGAGCCATATCTGCCTAGARAGGARATAGT
TGCCAATACCTTTAGAAGTAATTGTTTTGATGGAAGATATCACARAAGCT
TAGTTATGGCTACTTTGCCCACTTCATACTCCACARATGACTTAGTTTCC
GTTCCCTGAGGCTCCCTGCCAGTCACTCAACAAGCCAACCAGTACACTTA
ACARGCTGGCCCATCACCATGTTGAAAATATACAACATGCCTTTTCTAMA
CGCTGGGCTGGGAAARGAARGATCCCTAGATGCTTTTCCCAACATTTTCC
CTGGCAAATCCAATCTTCACTCGTTTTGTAATT TTAACTCCCARGGGARA
ACAGACAGCAGCCGTGTCTCAGARAGAGCGTCTCCCGTAGAGCACCAGAG
ATGTGGTATTTTAATAGCTGCCTTCAGCCCCTCCCCTGGARACATATTAT
GTGGTCATTAGTGATGEGCARACCTCTGTGGGTTTCTAGGTTTGAATCTS
TGCCAGARGTTCCAAGTTCCTGCTTCTITTGACctctctotoctococtate
teteteteteteteteteteCCCTTCATTGCTTTTTGTTGTATTTAATTC
CTTCTCACTTAACTATCTAGCCATATGCTTCAATCTCTTCTTCATATARR
TAAGARAAGGGAAGAGGTGATGGATAGGATATGTGAGTTCCCCGCTTCTA
TCTCTGTTGACAGCTCATGTGCCARACAGGATTGTAATCAGGCCCCARTG
AGGCACAGCCAAGAATAAGTGACTAGAAACTCACTGTGTGCCCACAGTCT
AMAGATGCCCAGGGTACTTGTAGGTGAATAAGARACTCTCCARRAGATGC
TGAGACCAGTGGGCCAGTAGGACAGCACAMACACAGACCCAGTAGGACCC
TGAGCATGGAGAGGGGTCTAGGATCTGGAAAGCTGGAGAGAATGCTTGGA
ACAGTTGAGAAACCTA

Element B2-R2 (3.5 kb downstream of the 3’'UTR of Bmp2)
Score: 1 Position: chr2:133392125-133392140
Band: 2gF2 Strand: -

>mm9_dna range=chr2:133406066-133407181
cagcagtatggaagtgtaagccgaataaaccctttoctoccaaacttget
tecttggtcataatgtttgtgecaggaatagaaaccctgactaagacaGhAGG
CTGACCTTGGTTTCCCCACRATGTCAGTTCAGGAATAACATAACTGAGEC
CCCGTTTGCATTTCAGAGGTGGGEGATGT TGCTCCTCCCAGAAGCARAGC
TGGCTGCACAGCTGCTCACAGGACTTGTGTCAAGCCGAAGTTCTCTGGGEA
CATGCATGGACCAARGACTATGAGAGCCTITGCTTGGCTGTATCTCTTCTG
TCTCTGGCATCTTATAAGTAAGAAGAGAAAGCTTITGTITTCAGTITTCTT
TTCCTTTTTTCCCCAACTAATCTTCTGCCATGAAARAGACAGTTATACAT
ARACTACCTGGCCCGAAAGGAATCTTCAGCCCTAGGAGCTTGGCAGGGRG
GCATTCAGAARGCACTTGTAAATCTACAATCTAGTCTTIGTGGCCCTGCCA
GGGAACTAATTACCACCTCCAAGAAATAGGTAGAAATTATGAATTCATTT
TCTCCTGETGAGAGAGAGT GCTGAGGARGTARGGAGCCAGGAATATCCTT
CTCTCGGGGACTGARGGGTCATCTTACCAGCAGAAGGTTCTGGTCCCCAG
CATGCAAGACGAAGGAAAAGGGGTCAGTAAACACTTATCTTATCAACAGC
TGCTAATGGGTAACCACTATTCTCACARACTCCAAGAGAGCTACTTCACT
GGGEGTTTCAGGGTGGGCAAATGCCAGGAGTTACAAGTITectoctecctete
cotctocctetecoctotecatetococtotocctetecctetocotatece
tetecctetecoccteteccteteccteteceteteceteteccteteccte
toeccteoteoccteteceototocctoteococteteccteteoototecctete
totctocctetototototatetetetototetetetetetototatete
tetecTGTGTGTGTGTGTGTGTTTTATATATTGTAATTTTATCTCTAGAT
GCTTCTTTCTAGATGACTAGATGGGCTTCAGGAAGAAGTCTATCCARATT
TCTTCCCTTTCTCTGT

Element B3-R2 (18 kb downstream of the 3’ UTR of Bmp2)
Score: 1 Position: chr2:133406566-133406581
Band: 2gF2 Strand: -

>mmY_ dna range=chr2:133391625-133392640
cacacgtacatGCTAACARGCACACATGTTCACATGCACGCATGCACACA
CATGCATGCACATCTCTGAAGGAATTTTCGTTTGCTCATGTCTAGAGTCT
GAATGCTGAGGCAAGAGCATCARCCGTCCCCCACCCCACCCCCTTGGCCA
ATCCCTATGGATTTATCATTTTGTTTAGGTCTCTARACTCTGAATGGAGA
CCCTCTGAGGTGCTACACCATACGCTGACTTTAACAGCACTTARRAGCTT
GTGTTTGCCTGTGTGCTGEGCCCCTCGCCAAGGCATTGCTGGGAGTCCAT
TACTGTTGCAGTCCATTCTGATGAGGAGGTCTCTCAGCAAAGCCCCGATC
TGCTCACAGCTCTCCTCATAAGGAGCAGGAACTCATCTGGACCGAATTTA
CCCTAGAACCGCTTGGCCACAACACTATGAGAGAATAATTATTGAACTAT
TTTACTGTACAACTATTTCCARATTGTTGATTTTTTATTGATTTCAGGAG
GCAAGCTAATTGCCCCATGGCARCTTGATGTTAACATTTAATGAAGATCA
GGAAGCAGAGTTTATGAAAAGCGT TTGTATAGCGACTGCAAAGCTTCARG
ARCTGTTTTACACTTCCTGACGEGGCTGGGCCTCGCTTAATGGTTTGTTT
TTATTGCTTAAGAGTGTAAACCGTGCCTTAGCCCAGTGTCTGEARACTAT
ACCCTCATCCCGCATTGCACATTTTCTTGTTGCTTTTTCCTCGCTTCCCA
TGTCATTGTACCATCTACAATCAAGACTTTCTCTTCTTTGTATGCAAGCA
AGTTTCTATCTTAGACGTTGATGACACTacatgcacacacacacacacac
acacacacacacacacacacgcacatgcatgecacaTAGCCTGATGAACTG
AATGTGCTGCTTCACTGTGTTTGGGTGGAGTTTCTGTTCAGCACTTGGTT
GCTAGACAACCAAGCAGACAMAATTTAGCGATTCARANGGCATTTTTARA
GACGACAAATTTTGAG

B2-R1 in Human (GRCh37/hg19) compared to Mouse (NCBI37/mm9)

Conservation: 98.3% of bases, 100.0% of span
Position: chr20:6711276-6712353

Band: p12.3  Strand: +

>hgl9 dna range=chr20:6711276-6712353
GTGAAATTAGGGCTTTTCATAGGCCACAGTGATCAGTCARGATGCCCGTA
GACCCATGTGTACTCCACCCAAGAATCCTATCTTTCTAGAAGGARAGGCC
GAGTTGCCAACACCCGTTGARATAACTGTTTTTATTGAAGACATCACAAA
AGGCTGGTTCTGGCTACCTTGGCCACCTCATACCCCACARATGETTTTGT
TTCCGCTCACTTACGGCTGCCTGCCAGTCACCCAGTARGCARGCCAGCAC
ACTTAACAAGCTGGCCCATCACCACATTTAARATATACAACGCARACGCA
GGCATTTCCARACCCTGTGCTGEGGARAGARACCTCCCCAGTGAGTTTTC
CCAACATTTTACCTTTTAGAAGCCARARCTGCAGTCATTTTTCCCTTTGAC
TCTCAAGGGAAATCTGACAGGGACCACGTTTCAGAAAACTTGTCTCCCAT
AGAGCACCAGAGCTGCGGTATTTTAATAGCCTCTCTCAGCCCCTCCCCTG
GGAACATATTATTATGTGATCATTAGTGATGGGCAAACCTCACTGGETTT
CCAGGTTTGAGTCTGTGCCAARAGTTCAGAGTTCTTCTTTTCTTGACARAC
TCARAATCTCCCCTATTTTTCCCTTTTATTTATTCATTTGTTTGTTTATG
TGTGCTTTGCTTGGTTTCTTCCTATCTTACCACACTCTCCAGCCTTTTCT
CCACTTTACACACAGAAGAMAGGAAGGAGATGGGEGCAGARAGCATGAGTT
TCTTGCTGGTTTCTCTCCATTGAGGTGCACTGGATGARACAGAATTGTAA
TCAGGCCCCAATTACTGGCACAACCAGAAAMGAGTGACTAGACACCTGCT
ATACGCCCAGGACCACAATTCCGGGGETGCCCAGTGAGT TTGTAGGTGAG
TARAGGATARAGGCTTTTCTTAGAAGGGTTCCCATTCCAAMCTGGGATGCT
GGGACARACAGGCCAATAGATGTGTTGACGAAGGCATGCAGACATTGCTC
CACCAATATACTTTAAGGACTAAGCAGTCARGTTTACAGGARGACTGAAT
GCGGTGCATTAAGAAGTTGTARAACARA

B2-R2 in Human (GRCh37/hg19) compared to Mouse (NCBI37/mm$9)

Conservation: 91.7% of bases, 97.4% of span
Position: chr20:6764356-67165307

Band: p12.3  Strand: +

>hgl9 dna range=chr20:6764356-6765307
tgtgtetgtgaatgtatatgtacatatgtaATGATTTGTTCCTATCTGGA
GTCCAAATGCCAAGCATAGGGCACCTTCTTCTGTTTTACTGAGTTTCTCA
TTTTGCGTAGGTCTCTGAATTTCGCATTGAGTCCCTCTGAGGTGCTTARG
CAGTACTAAGCAAGACACTGACTTTAACACCACTTAAARGCTTGCGTTTG
CCCCATGTCCTGGGCCCCACTCCAAGGCATTGCCAGAAGTACATTATTET
TGCAGTCCATTCTGATGAGGAGGTCTCTAAGCARACCACCGATCTGCTTA
AAGCCTCCCTCATARAGGAGCAGGATCTCATCTGGACTGCATTTACACTGE
AACCGCTTGGCCACAACACTATGAGAGAATAATTATTGAACTATTTTACT
GTACAACTATTTCCAAATTGTTGATTTTTTATTGATTTCAGGAGGCAAGC
TAATTGCCCCATGGCAACTTGATGTTAACATT TAATGAAGATCAGGARAC
ACAGTTTATGARAAGCTTTTGTATAGTARCTGCARRGTTTCARGARACTGT
TTTATACTTCCTGACAGTGCTGEGEGCCTAGCTTAATGGTTTGTTTTTATTG
CTTAAGAGTGTAAACCTTGCTTTAGCCCGGTGTGTGGARACTATACCCTC
ATCCTGCATTACACATTTTCTCATTGCTTTTTACTCACTCCTGACTTCCT
TTCCTGATATCTACAATTGAGACTTTTTCTGTTTTAATTGTCTCARRRTG
AGTTGCTATCTTTGCATGTTGAGAATCTAaCcacacacACACACACACACA
cacacgtgcacgcatacatacTCATGAAGTTAAGTGTCTGTATTGTTTCA
CTTTGTTTTGGGTGGAGTCTCTTTTCGGCACTTGGTTGCTAGACGACCAR
GCAGACARARGTTARAGATTGAARAGGCATTTTTARAGATGCCARATCTT

B2-R3 in Human (GRCh37/hg19) compared to Mouse (NCBI37/mm9)

Conservation: 68.1% of bases, 90.7% of span
Position: chr20:6780656-6781511
Band: p12.3  Strand: +

>hgl9 dna range=chr20:6780656-6781511
CCCTGGTCTTCCCACACAGCTCAGCACAAGARRAATGTTTCTTTGAAGGA
AGCAGCCTCTAGGACCTATGACAATTTTCAAGATTTTTITTTTTTTCTARG
TTGCATTCTCTCCGCTACAGAAGTGGCTCAGTTGATGCTTTGGARGTTGT
CTCAGCTGGTTCAAARAGCTCCTATGTTACCTTCATTTTCAGGGACAGCA
ATGAGCCTGACTCTCCTGCATCTCCTTTGTCTGAGGCATAGACCACTGAC
TGCTTATGGARAAGARCAGATARTGATATCCGTCTCCTGCTTCCACCCAC
CACTCAATGTAACTTTCTGCCATGAACATAACCAGCCACACATARACTGT
CTGCAGAARAGGAAGTTCCATCCTATAAGCTTGGCAGGAGGGTATGTAGG
GTCAACAAAGRAATCTCTGCTACTCGTTTGCAGTCATTTCCATGAGGCTA
ATTGTCACCTCCAGARATCAGCCCAGARGGAATAAATGCATTTITCCCCTG
ATAAAAGAAAGGACCTAAGGAAATGGGGATTGCAGATTAGCCCTTTCACA
GGAACTGACTGGGCCTGTARCAGCCATCCGAGTCCTGCTARCCAGCAGAT
ARACTAGATARGAGTTTACATTAGCTTTGGCTGCTGTGAGGATGCCTCTG
CTCTCTTGGACTCCAGAACAGTTGGTTCATTARAAGTACCAGGGTCGGCAR
GIGCCAGGGTCATARGTCTGAGTATTTATGTTTTATAATCCTCCATTCGA
TGTTCTTTTTTGTATGTGTCTAGAGATAACGGTTTCTCTCTAGATCCATC
CTTCTAGGTAARCTGTATGGCATTCAGGAAGGCATCTGTACARTTTCTCCT
CTCTTC



