Table S5

Sequences of the mouse and human conserved genomic regions
containing predicted DIx binding sites near the BMP4 locus

BMP4 locus

Element B4-R1 (proximal BMP4 promoter)
Score: 1 Position: chr14:47010669-47010684
Band: 14qC1 Strand: +

>mmY dna range=chrl4:47010169-47011184
CTCTCAGCTCGGATGCCGARCTCACCTAGCTTCCGGGCCAGGCCTCGLGE
tettgecttoccaccctocageaccaccctoctcacatoctactectteoctt
ctettttecctecctototttocttoccttoctocccagtetttocceoca
goggeccctoocttocttooctoctoccttaatogoctococt totGGEGA
TGGGAGCCCCGCCCACATCCTCCCATCCAGCCACGGGECCTCGCCTCGLC
TGGCARGGCCCGEETCCGGARGATTGCACAGCTCCCCAGCCCTCAGTTEE
CACCTTGGCTGGGACCGATGCCTCCAGCTCGGGARGCAGCCGGGGCTCAC
CTGGGGACCACGTGCAAGAGGTACTAGAARGCATGCACCAACTAGTCTCT
GTACCTTCCARAAATACCCATGGGAGTCTGGGCTTCCCTGAGTTTAGAAT
AACTGCTGCCCAAACTGATGATTAARACACTGAGTAATCACCATTTACCC
CGAGTAATTAGAGATAATGARACACCTCTAAAATCAGGTTATGGAGARGS
GAGCTGTTGGATTGGTTTARAGGGTGGCCTTCCGTAAACTGT TARAGGAT
TCCCARACGTTGAAACAGGCTGTGAGCAGGGCTGTGTGCCCGARGGAGAT
ACCTCTTCAACTATTAGGAGGTGACTTTCCCCCCARAARRGTTTTTGTGA
GATGTTTCTTGTGGACATTTGAGAATTGCACCAACCCCCCTTARACTGGSE
TGCCCTCCATCGATCCCCCAGGTCTAACATTTCAAGTGCACAGAGGTAGT
TTGCAGGCACTTGGCAGGCARACAGGCCTAGGCCTTGTAAGACAATTAGA
ARATCCTATTTATATCTCTGAAGCCTTCTTAACTGCCAGATGGTTATEEL
gtttgtttgtttgtttgtttgGEACCTTCCAGGAMAGGTARCACAGTGCCT
TTTAGGCCATGTAGAGARARARACRRAGTGCCCTTTGGCCCCTTTTTARR
AGAAGGGAGATGAGGA

Element B4-R2 (intronic)
Score: 1 Position: chr14:47005978-47005993
Band: 149C1  Strand: -

>mm9 dna range=chrld:47005478-47006493
CTCCTCCTCCCCAGACTGGAGCCGGTARAGATCCCTCATGTAATCCGGAR
TGACGGCGCTCTTGCTAGGCTCGCGEGACGECGECGCAGCCCARACATCTGET
AGAAGTGTCGCCTCGARGTCCCGCAGGAGCTCATGGCTCTGCCCTGAGCG
GCGTCCTCCCGCGTGGCCCTGRAATCTCGGCGACTTTITTTCTTCCCGGTCT
CAGGTATCAAACTAGCATGGCTCGCGCCTCCTAGCAGGACTTGGCATAAT
ARRACGACCATCAGCATTCGGTTACCAGGARTCATGGTGTCTCTGGGGAG
GGGGTTGGGGTGGAAGGTTARAGAATARATAAACACCGATCAATAGCGAG
ARATAGAGATGTCTCTGCATATGCATATAGGEGTAGCANCCGACGGTCAR
GATGTAAAACAGGTCCGAARAGATCARGTTTGTGTTTTCTCCCTCACACCC
TACACACACACACACCAGCTGCAGCCATGCACGGCCCGARAGTARGALTC
GCCCTGTAATTACTTGGTCTAACTTGTTTACACTCARATAACCCCARATC
AGATAGCCTCCATCCTGTCCCAACGGCTATCTGAGCCATGATCTCAGCGT
GGCTTCTTCAAGGATARACAGTTAACATTGAGGAGGTAAAGCGGGETGGE
GGAGGGAGAATTAAAATGCCATCGCTCTTCACTTCGGaccttcagoctee
coccccaccttetocaccocccecccoccaccccegoccttocteoogecctoca
goccaatttecacAACTTCCAGCTGGTTAAGARCAGGAGGAGGGGAGAAC
AGAGCTGTGCCGECAGGGCTTGEGACCGGGCAGCARGGTCCAGTGACTGGE
AAAAGGAGTCAGGGGGCTGCCCCAGTGACTTTGTGATTTATTTCATTGTA
GTCGCTGCGTTGAAARTGCTCACTARAGAGTCTTGTTCCCAGGGARCGGT
AGGGGTGATTCCAAARCGAACATGGtEttgttttttttggtttttttttt
tttttttttATGAGGC

B4-R1 in Human (GRCh37/hg19) compared to Mouse (NCBI37/mm9)

Conservation: 96.2% of bases, 100.0% of span
Position: chr14:54423452-54424504

Band: q22.2  Strand: +

>hgl9 dna range=chrl4:54423452-54424504
CCCTCAGCTCGGATGCCACACTCACCTAGCTTCCGGGCCGGGCTCCGCGe
tecttocecctococctecctectectetgocttetegoatettecttectect
ctttecctecctogetttetttetttecttectectectettecceggeyg
gecceccteocectocttocctectecctegetegectocct TTCTGGGGATGE
GAGCCCCGCCCACATCCTCCCCTCCAGCCGCCCGACCTCGCCTAGCAGGC
CCGGETCCCGGAAGCCCAGGCAGCGCCCGAGTCCGCAGCTGCCGTCGE
CTGGGACGCCGCTGCCTCCAGCTCTGGGARAGCGGCTGGGGCTCACCTGGG
GACCACGTGCGGAGGTACTAGAAAGCATGCACCGACTAGTCGCCGTACCT
TCCARRRATACCCATGGGAGTCTGGGCTTCCCTGAGTTTAGTGTAACTGC
TGCCCAAACTGATGATTAARACACTGAGTAATCACCATTTACCCTGAGTA
ATTAGAGATAATGARACACCTCTAAAATCAGGTTATGGAGARAGGAGCTG
TTGGATCGGTTTARRAGGTGGCCTTCCATAAACTGTTARAAGATTTCCAA
ACGTTGAGARACAGGCTGTGTGCAGRACTGTGTGCCAGAGAGAGATACCT
CTTGGGCTGTTAAAAGGTGAATTTCCTTCCAAAACATTCTTAAAGTGCGT
TTTGTAGAACACCTTGGTGATGACCCTGAGGTAGACCCCAGTARATGAGC
TCACTTCCCTCCTCCCCCCAAGGCCTARAGACAGAGGTGGCCTGCAGACA
GGCTGGGGCCACGTTTTTTACAGT TAGARARATCTGTTTCTAGCTCAGAA
GCCGTCTTAAGAACCGACACAGCAgttatttttgttggtgttatggttygt
tgttgattttttigttCATTTTTGEGTGTACCTAAGAGTCCTGACACTCTG
TCTTTCCARGGAGATAACCACAGAAGCAGTARCCTTTTAGGCCACAGGGA
GACARGAAAAGATGCCCCTTGGTCTGTTTTTAAAGGAAGAGGGGAGATGA
GGA

B4-R2 in Human (GRCh37/hg19) compared to Mouse (NCBI37/mm$9)

Conservation: 94.6% of bases, 100.0% of span
Position: chr14:54418656-54419651

Band: g22.2  Strand: +

>hgl9_dna range=chrld:54418656-54419651
CTCCTCCTCCCCAGACTGAAGCCGGTAAAGATCCCGCATGTAGTCCGGAR
TGACGGCACTCTTGCTAGECTGCEEECGECGECGCAGCCCAARCATCTGE
AGAAGTGTCGCCTCGAAGTCCCGCAGGAGCTCATGGCTCTGCCCTGAGCG
GCETCCTCCCGCETEECCCTGAATCTCGECGACTTTTTTCTTCCCCGTCT
CAGGTATCAAACTAGCATGGCTCGCGCCTCCTAGCAGGACTTGGCATAAT
AAAACGACCATCAGCATTCGGTTACCAGGAATCATGGTGTCTCTGGGGAG
GGEGAGGGEAGTGEAAGGTTARAGAATAAATAAACACCAATARATAGGGA
GAAATAGAGATGTGTCTGCATATGCATTTAGGGCTAGARATGGAGGGGCA
AGATGGAARGCAGGTCAGARAGATCAAGTTTGTGTCTTCTCCCTCACACT
ACCCGCCCACCCACCAGCTGCAGCCATGCACGGCCTGARAGTAAGAATTG
CCCTGTAATTACTTGGTCTAACTTGTTTACAGTCAAATAACCCCARATCA
GATAGCCTCCATCCTGTTAATCTTTTTTTGTCCTARCTGCTATCTGGGCC
ATGATCTCAGCGTGGCTTCTTGAAGGATARACAGT TARCATTGAGGGGGT
GAAMRAGGGGTGGEECAGGEAGRATTARAATGGCATTGCTCTCCACTTTAG
ACCTTCAGCTTCTCTCCCTTTTCCTCCACCCTCAGAGCCCARCTTTCACA
ACTTCCAGTTGGTTCAGAGCCAGAGGGAGGGARRGTGAGAGGCAGGGGCT
GGGCGAAGACAGAGGGCGACAGGGTCCAGAAGCCGAGAAGGTGGTCTGGG
AGCTARCCGGGTGGCTTGAGGGCTTATTTTATTGTGGCCGATGAGTTTGA
AATATTCAGCCARAAGTGCCTGATCGTGCCCGCTCATCCCCAGGGARGGE
GTGAGAGACGATTCCGGAGAGACCTCTGTGAGT TTTGACARGAGAG



