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Supplementary Fig. 1 Quantitative gel densitometry measurements of B-group
proteins in Glu-B3 NILs as determined using NIL ImagelJ software program. Data
points were normalized with respect to the Aroona value.
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Supplementary Fig. 2 Sequence alignments of i-type proteins identified in Aroona

NILs.
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Supplementary Fig. 3 Sequence alignments of the B3-530 protein and its allelic
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Supplementary Fig. 4 Sequence alignments of the B3-544/593/601/607 proteins
identified in Aroona NILs.
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Supplementary Fig. 5 Sequence alignments of the B3-621/624 and B3-688 proteins

PQQTLSHE

IMENSHIPGLERPSQQQP
MEN PGLER Q

GLERPSQQQUPLPPQ( S HHg o QQQQEP! 2 ®PPFSQQQ( PVLPQQPSFSQQQL
*LERFQQQCPu§FQATLcF (
GLERPSQQQPLPPQOTLTHE

RSQMLQQSS
RSQMLQQSS

VHPSILQQCLNP
HPSILQQLN
CCQIPFVHPSILQQLNPC

350
349
345
372
372
372
372

identified in Aroona NILs.

a0
79
79
95

95
95

166
165
165
189
189
189
189

261
260
260
283
283
283
283



%vol
O = N W h T ON OO OO

Aroona-Glu-B3c Aroona-Glu-B3d Aroona-Glu-B3h

Supplementary Fig. 6 The differential display of B3-688 spots among
Aroona-Glu-B3c, B3d and B3h. Spot volume values are expressed in
percentages (%vol) of the total proteome



