
 

 

 
 

 

 

 

Supplemental Figure S1. Correlation analysis of gene expression data points performed 

using 1round compared to the 2 round amplification method.  One microgram Jurkat total 

RNA was amplified using the 1 round method and hybridized to the Affymetrix U133A 

genechip, as suggested by Affymetrix (Affymetrix.com). In a separate experiment, 10ng 

Jurkat total RNA was amplified using the 2 round amplification method as described in 

the Methods section. Excluding probeset signal intensities corresponding to Affymetrix 

control genes, probeset signals for 1ug were compared to that generated for 10ng sample 

using the GeneChip Operating System
TM

 Scatter plot analysis.  Analysis show excellent 

correlation between signals generated between the 2 methods (R
2
=0.91).   Red dots 

represent signals corresponding to genes/Expressed Sequence tags (ESTs) that are 

‘present’ using both methods. Blue dots represent genes/ESTs that are ‘marginal’ using 

both methods. Yellow represent genes/ESTs that are ‘absent’ using both methods.  

 


