
 

 
 

 

 

 

 

Supplemental Figure S5. Globe differential gene expression comparisons on 3-

dimention microssected ESCC tumor clusters. A. PCA mapping on ESCC tumor clusters, 

ESCC matched normal epithelium fragments and prostate cell populations. B. 

Hierarchical cluster analysis on ESCC tumor clusters, ESCC matched normal epithelium 

fragments and prostate cell populations.  While the gene expression data for each case are 

represented by different colors for ESCC samples, the different color presents the gene 

expression of different cell population in prostate samples. Each spot (A) or bar (B) 

presents one cluster, fragment or cell population. 


