
Supplementary Methods

Circular dichroism spectroscopy
Ultraviolet circular dichroism spectra from 250 to 190 nm were recorded with a JASCO J-810 instrument.
The spectra were measured using a 0.1-cm path length quartz cell. The concentration of Mso1p was 10 μM
in ½ PBS buffer. The data are presented as the averages of five scans.

Supplementary Figure legends

Supplementary Figure S1. The localization of Mso1p-Sec1p complexes is affected by a defective
Mss4p.  (A)  BiFC  analysis  of  MSS4  and  mss4ts cells  expressing  YFP(C)-Mso1p  and  Sec1p-
Venus(N).  Scale  bar 5  µm. (B) Quantification of the  Mso1p-Sec1p BiFC signal  localization in
MSS4 and mss4ts cells. The Mso1p-Sec1p BiFC localization was examined from a minimum of 50
individual cells/condition.

Supplementary Figure S2. The lipid specificity of Mso1p. Vesicle co-sedimentation assay reveals
that Mso1p doesn’t display phosphoinositide-specificity, but the membrane binding is enhanced by
phoshoinositides.  The  final  concentrations  of  proteins  and  lipids  are  3  µM  and  500  µM,
respectively.  The  lipid  composition  is  POPC:POPE:POPS:phosphoinositide=50:20:20:10.  Error
bars are standard deviation.

Supplementary Figure S3.  Quenching of  tryptophan (Trp16 in Mso1p)  fluorescence  by lipids
brominated at positions 5, 6; 9, 10 and 11, 12. The concentrations of proteins and lipid were 0.3 µM
and 200 µM, respectively. The lipid composition was POPC:POPE:POPS:PIP2= 50:20:20:10.

Supplementary Figure S4.  Circular dichroic spectra of  wild-type and mutant  Mso1p.  UV CD
spectra from 250 to 190 nm were recorded with a 0.1-cm path length quartz cell. The concentration
of Mso1p was 10 μM in ½ PBS buffer. The data represent the averages of five scans.











Supplementary table S1 

Strain Genotype Source
H304 MATa leu2-3,112 ura3-52 P. Novick
H2718 MATa DON1-GFP-kanMX4 SPO21 LEU2 lys2 ura3 KanMx mso1::hphMX4 M. Knop
H2719 MATα DON1-GFP-kanMX4 SPO21 leu2 ura3 LYS2 KanMx mso1::hphMX4 M. Knop
H3742 MATα  ura3-52 leu2-3,112 his3del200 trp1 exo70::HIS3 [exo70-38 CEN TRP1] W. Guo
H3751 MATa ade5 his7 met10 trp1 ura3-52 cdc25-2 Isakoff  et al., 1998
H3788 MATa leu2-3,112 ura3-52 mss4del::hphNT1 trp1::natNT2 [YCpMSS4-U] This study
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Plasmid Name Species Insert Tag Source
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