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Saccharomyces cerevisiae S288c (NP_012579) 

Campylobacter jejuni subsp. doylei 269.97 (YP_001398314) 

Nitrosopumilus maritimus SCM1 (YP_001581434) 

Syntrophobacter fumaroxidans MPOB (YP_844396) 

Thermus thermophilus HB27 (YP_005096) 

Dehalococcoides sp. CBDB1 (YP_308323) 

Thalassiosira pseudonana CCMP1335 (XP_002292076) 

Saccharomyces cerevisiae S288c (NP_009396) 

Prochlorococcus marinus str. MIT 9301 (YP_001092119) 

Chlorobium phaeobacteroides DSM 266 (YP_911339) 

Neisseria meningitidis MC58 (NP_274160) 

Haloquadratum walsbyi DSM 16790 (YP_658357) 

Rhodopirellula baltica SH 1 (NP_868709) 

Gloeobacter violaceus PCC 7421 (NP_927210) 

‘Candidatus Caldiarchaeum subterraneum’ (BAJ47058) 

Methanothermobacter thermautotrophicus str. Delta H (NP_276411) 

Agrobacterium tumefaciens str. C58 (NP_353157) 

Thermodesulfovibrio yellowstonii DSM 11347 (YP_002249549) 

Clostridium perfringens ATCC 13124 (YP_696713) 

‘Candidatus Nanosalinarum sp. J07AB56’ (EGQ40898) 

‘Candidatus Nitrososphaera gargensis’ (ADK25988) 

Borrelia burgdorferi B31 (NP_212652) 

Anabaena variabilis ATCC 29413 (YP_320816) 

Streptomyces coelicolor A32 (NP_733614) 

Chloroflexus aurantiacus J-10-fl (YP_001635848) 

Chlamydomonas reinhardtii (XP_001701685) 

Nitrosospira multiformis ATCC 25196 (YP_412923) 

‘Candidatus Methanoregula boonei 6A8’ (YP_001404368) 
Methanoculleus marisnigri JR1 (YP_001046976) 

Corynebacterium glutamicum R (YP_001139608) 

Haloterrigena turkmenica DSM 5511 (YP_003403570) 

Magnetococcus sp. MC-1 (YP_864441) 

Saccharomyces cerevisiae S288c (NP_014190) 

‘Candidatus Nanosalina sp. J07AB43’ (EGQ43816) 

Mycobacterium tuberculosis CDC1551 (NP_334773) 

Elusimicrobium minutum Pei191 (YP_001875003) 

Thermoplasma volcanium GSS1 (NP_111007) 

‘Candidatus Nitrosoarchaeum limnia SFB1’ (ZP_08258266) 

Desulfovibrio desulfuricans subsp. desulfuricans str. G20 (YP_387519) 

Halogeometricum borinquense DSM 11551 (ZP_04000406) 

Phaeodactylum tricornutum CCAP 1055_1 (XP_002181519) 

Flavobacterium psychrophilum JIP02_86 (YP_001295780) 

Chlamydophila pneumoniae AR39 (NP_444802) 

Anabaena variabilis ATCC 29413 (YP_320418) 

Saccharomyces cerevisiae S288c (NP_012500) 

Staphylococcus aureus subsp. aureus USA300_FPR3757 (YP_494235) 

Escherichia coli str. K-12 substr. DH10B (YP_001728997) 

Saccharomyces cerevisiae S288c (NP_013076) 

Halobacterium salinarum R1 (YP_001688637) 

Pseudomonas aeruginosa PA7 (YP_001350803) 

Bacillus subtilis subsp. subtilis str. 168 (NP_390425) 

Methanobrevibacter smithii ATCC 35061 (YP_001273682) 

Leptospira interrogans serovar Lai str. 56601 (NP_713885) 

Thalassiosira pseudonana CCMP1335 (XP_002295019) 

Halorubrum lacusprofundi ATCC 49239 (YP_002565354) 

Prochlorococcus marinus str. MIT 9301 (YP_001091186) 

Nocardioides sp. JS614 (YP_925547) 

Methanosaeta thermophila PT (YP_843161) 

Thalassiosira pseudonana CCMP1335 (XP_002290530) 

Akkermansia muciniphila ATCC BAA-835 (YP_001878010) 

Haloarcula marismortui ATCC 43049 (YP_137735) 

Saccharomyces cerevisiae S288c (NP_010884) 

‘Candidatus Parvarchaeum acidophilus ARMAN-5’ (EFD92430) 

Halobacterium sp. NRC-1 (NP_279546) 

Phaeodactylum tricornutum CCAP 1055_1 (XP_002178567) 

Chlamydomonas reinhardtii (XP_001701884) 

Natrialba magadii ATCC 43099 (YP_003478720) 

Rhodospirillum rubrum ATCC 11170 (YP_428636) 

Cenarchaeum symbiosum A (YP_876872) 

Natronomonas pharaonis DSM 2160 (YP_325772) 

Petrotoga mobilis SJ95 (YP_001568666) 

Methanocella paludicola SANAE (YP_003357074) 

Rickettsia felis URRWXCal2 (YP_247100) 

Phaeodactylum tricornutum (AAA80655) 

Streptococcus mutans UA159 (NP_720561) 

Anabaena variabilis ATCC 29413 (YP_320899) 

Methanosarcina mazei Go1 (NP_634529) 

Desulfitobacterium hafniense Y51 (YP_519363) 

‘Candidatus Parvarchaeum acidiphilum ARMAN-4’ (EEZ93272) 

Syntrophobacter fumaroxidans MPOB (YP_845165) 

Aciduliprofundum boonei T469 (YP_003483718) 

Sphingomonas wittichii RW1 (YP_001261753) 

Thalassiosira pseudonana CCMP1335 (XP_002291508) 

‘Candidatus Methanoregula boonei 6A8’ (YP_001404766) 

Dictyoglomus turgidum DSM 6724 (YP_002351972) 

Thalassiosira pseudonana CCMP1335 (XP_002288567) 

Methanohalophilus mahii DSM 5219 (YP_003542757) 

Bacteroides fragilis YCH46 (YP_098509) 

Chlamydomonas reinhardtii (XP_001701326) 

Methanosarcina barkeri str. Fusaro (YP_306886) 

cyanobacterium UCYN-A (YP_003422311) 

Anabaena variabilis ATCC 29413 (YP_321438) 

Methanosarcina acetivorans C2A (NP_616412) 

Methanococcoides burtonii DSM 6242 (YP_565980) 

Dictyoglomus thermophilum H-6-12 (YP_002251533) 

Myxococcus xanthus DK 1622 (YP_634788) 

Methanosphaerula palustris E1-9c (YP_002466650) 

Myxococcus xanthus DK 1622 (YP_631393) 

Thalassiosira pseudonana (YP_874583) 

Salinibacter ruber DSM 13855 (YP_445424) 

Saccharomyces cerevisiae S288c (NP_013473) 

Neisseria meningitidis MC58 (NP_273598) 

Chlamydomonas reinhardtii (XP_001694468) 

Thermotoga maritima MSB8 (NP_228184) 

Methanospirillum hungatei JF-1 (YP_501624) 

Methanosphaerula palustris E1-9c (YP_002467355) 

Vibrio vulnificus YJ016 (NP_933625) 

uncultured methanogenic archaeon RC-I (YP_684745) 

Chlamydia trachomatis 434_Bu (YP_001654725) 

Phaeodactylum tricornutum CCAP 1055_1 (XP_002177297) 

Phaeodactylum tricornutum CCAP 1055_1 (XP_002177351) 

Deinococcus radiodurans R1 (NP_293855) 

cyanobacterium UCYN-A (YP_003422187) 

Sulfurihydrogenibium sp. YO3AOP1 (YP_001931071) 

Saccharomyces cerevisiae S288c (NP_011029) 

Helicobacter pylori G27 (YP_002265736) 

Methanosphaera stadtmanae DSM 3091 (YP_448529) 

‘Candidatus Micrarchaeum acidiphilum ARMAN-2’ (EET90012) 

Ferroplasma acidarmanus fer1 (ZP_05571352) 

Aquifex aeolicus VF5 (NP_213681) 

Chlamydomonas reinhardtii (XP_001696432) 

Methanobrevibacter ruminantium M1 (YP_003424781) 

Haemophilus influenzae 86-028NP (YP_249343) 

Phaeodactylum tricornutum (YP_874452) 

Halorhabdus utahensis DSM 12940 (YP_003129230) 

Saccharomyces cerevisiae S288c (NP_009478) 

Thalassiosira pseudonana CCMP1335 (XP_002295809) 

Methanocorpusculum labreanum Z (YP_001030380) 

Chlorobium luteolum DSM 273 (YP_374547) 

Fusobacterium nucleatum subsp. nucleatum ATCC 25586 (NP_603026) 

Thermoplasma acidophilum DSM 1728 (NP_394546) 

Burkholderia mallei NCTC 10247 (YP_001081735) 

Chloroflexus aurantiacus J-10-fl (YP_001635675) 

Picrophilus torridus DSM 9790 (YP_023618) 

Halomicrobium mukohataei DSM 12286 (YP_003178658) 

Saccharomyces cerevisiae S288c (NP_010052) 
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(Petitjean et al., Suppl. Figure S1) 


