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(Siepel et al. 2005).
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K. Waern and M. Snyder

Figure S2 Two example 3’ truncations. A: A close-up of the 3' end of the PPZ2 gene. Note the log scale of the
expression data. B: A close-up of the 3' end of the VMAS5 gene. In each case, the top track shows expression under the
exponential growth in YPAD condition; the second track shows expression under the stationary phase condition; the
third track shows the location of annotated ORFs; and the fourth track shows the phastCons conservation score



