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Figure S2 Histograms of synonymous divergence at gene family nodes within five example C. solstitialis transcriptomes:
invaders CA-4-4 and AR-8-15, naturalized SP-2-2, and native RO-1-6 and TK-1-5. The small peak centered at ~0.65 Ks
corresponds to an ancient genome duplication event near the base of the Compositae (Barker et al. 2008).
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