File S1
R-script with the simulation routines as well as the R- and Shell-scripts used for data analysis

Available for download at http://www.genetics.org/lookup/suppl/doi:10.1534/genetics.112.144535/-/DC1.
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File S2
Supporting Data

Available for download at http://www.genetics.org/lookup/suppl/doi:10.1534/genetics.112.144535/-/DC1. The archive contains all files to redo the analyisis of the real data set from Boysen,
Heuer, Tetens, Reinhardt and Thaller: A novel approach for dissecting the genetic architecture of performance and functional traits in dairy cattle.

The archive contains the following files:

bulls.bed/bulls.bim/bulls.fam: 50k SNP data of sires and maternal grandsires in a binary plink format. Map data is included in bulls.bim and also available in Bovine_50k.map.
pedinfo.csv: Sire and maternal grandsire for each cow.
cow_phenotypes.csv: Cow's yield deviations for the relevant traits.

The animal identifiers are anonymized and represent a running integer. The true identifiers cannot be retrieved from the data.
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Table S1 P-values and effects obtained from reanalysis applying the full mixed model for markers with significant dominance effects in the two-step genome scan. Given are the SNP-name,

the cattle chromosome (CHR) and the position in basepairs (BP) along with the p-values for the additive (Add) and dominance (Dom) effect and the effects expressed as phenotypic standard

deviations as well as the degree of dominance (d/|a]|). Additive effects are expressed as absolute values.

Milk Yield Fat yield Protein
Effects Effects
Effects (phenotypic (phenotypic
P-value full model (phenotypic s.d.) P-value full model s.d.) P-value full model s.d.)
SNP CHR BP Add Dom |Add] Dom d/|a| Add Dom |Add] Dom d/]|a| Add Dom |Add] Dom d/|a]
Hapmap47738-BTA-79246 1 39259346 9.60E-01 4.09E-08 0.002 0.066 42.984
ARS-BFGL-NGS-118112 1 43670143 5.22E-01 7.00E-08 0.019 0.066 3.507
Hapmap38658-BTA-121982 1 108031239 3.37E-02 1.33E-08 0.062 0.070 1.125
ARS-BFGL-NGS-104760 2 2254298 2.03E-03 2.19E-08 0.092 0.084 0.914
ARS-BFGL-NGS-53839 2 3197666 8.37E-04 2.08E-08 0.113 0.090 0.801
ARS-BFGL-NGS-102353 2 3900181 4.10E-01 7.88E-08 0.022 0.065 3.016
Hapmap43136-BTA-106852 2 45085937 | 1.79E-02  4.25E-08 0.115 0.137 1.190
ARS-BFGL-NGS-68572 3 60362069 | 1.71E-01 1.36E-07 0.045 0.062 1.393 4.03E-01 1.51E-07 0.026 0.063 2.447
Hapmap57979-rs29017982 3 74179845 8.66E-01  2.09E-07 0.006 0.088 13.617
Hapmap43144-BTA-107773 3 74204900 8.21E-01  1.92E-07 0.009 0.089 10.365
Hapmap57348-rs29011302 3 87451543 2.66E-01 5.60E-11 0.033 0.069 2.121
Hapmap53568-rs29013441 3 87477115 | 4.40E-01 6.16E-08 0.024 0.056 2.343 2.63E-01 3.76E-11 0.033 0.070 2.123
UA-IFASA-5880 3 107043933 | 6.81E-01 1.76E-07 0.013 0.057 4.424
BTB-01641394 3 112340357 5.25E-01 4.97E-08 0.020 0.073 3.762
ARS-BFGL-NGS-37809 3 112361478 5.14E-01 3.91E-08 0.020 0.074 3.681
ARS-BFGL-NGS-75789 4 93562599 | 3.53E-02 6.72E-08 0.094 0.106 1.124
ARS-BFGL-NGS-110051 4 100847049 | 5.94E-01 3.14E-08 0.016 0.060 3.665 7.90E-01 5.24E-08 0.008 0.060 7.775
Hapmap55454-rs29027427 5 22881974 2.86E-05 9.82E-08 0.215 0.150 0.699
ARS-BFGL-NGS-34254 5 27287454 | 7.37E-03  7.33E-08 0.087 0.069 0.791
BTB-01740719 5 34180584 | 4.10E-01 2.39E-08 0.026 0.067 2.538
ARS-BFGL-NGS-26139 5 72982750 1.62E-04 6.83E-08 0.119 0.088 0.741
ARS-BFGL-NGS-52423 5 97593586 4.63E-01 1.27E-08 0.020 0.063 3.210
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Hapmap47511-BTA-114200
Hapmap47185-BTA-114173
ARS-BFGL-NGS-37981
ARS-BFGL-NGS-28067
Hapmap24252-BTA-147305
BTB-01794972
BTB-00264565
ARS-BFGL-NGS-114934
Hapmap47101-BTA-78263
ARS-BFGL-NGS-3043
BTB-01641665
Hapmap59042-rs29025710
ARS-BFGL-NGS-33130
ARS-BFGL-NGS-10904
ARS-BFGL-NGS-108586
ARS-BFGL-NGS-29389
BTB-00315489
BTB-01956236
ARS-BFGL-NGS-39754
Hapmap33674-BTA-156367
BTB-01878346
BTB-01576221
BTB-01573160

BTB-01352997
Hapmap35559-
SCAFFOLD35632_12026

ARS-BFGL-NGS-113585
ARS-BFGL-NGS-119476
ARS-BFGL-NGS-118161
BTB-00402956
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109252813
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58011347
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70904362
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82586467

7.25E-01

7.41E-06

2.25E-03
2.80E-06

7.63E-06

2.85E-01

1.11E-07

8.28E-08

8.98E-08
4.54E-08

4.17E-09

1.35E-07

0.020

0.139

0.094
0.153

0.158

0.037

0.175

0.066

0.059
0.075

0.064

0.065

8.574

0.472

0.631
0.490

0.409

1.754
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7.36E-06

3.28E-02
7.69E-01

2.23E-01
2.12E-02

4.94E-01

1.84E-02
6.51E-01
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3.976
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0.760

1.625
9.240

1.703
1.081
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2.112

2.764

17.032
2.982
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0.734
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BTB-00400339
BTA-84397-no-rs
ARS-BFGL-NGS-112933
Hapmap49345-BTA-85101
BTB-00448829
ARS-BFGL-NGS-64657
ARS-BFGL-NGS-35216
ARS-BFGL-NGS-110311
BTB-01569510
ARS-BFGL-NGS-2493
BTB-00463178
BTB-00463351
ARS-BFGL-NGS-117280
BTB-01180855
ARS-BFGL-NGS-1065
BTA-101061-no-rs
ARS-BFGL-NGS-116589
ARS-BFGL-NGS-37815
ARS-BFGL-BAC-775
ARS-BFGL-NGS-116664
ARS-BFGL-BAC-15026
ARS-BFGL-NGS-88871
ARS-BFGL-NGS-100956
BTA-31928-no-rs
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ARS-BFGL-NGS-100124
ARS-BFGL-NGS-65462
Hapmap48103-BTA-86065
Hapmap60793-rs29018735
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