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=	  scar	  sequence=	  T1	  transcriptional	  terminator

=	  Asp	  transcriptional	  terminator =	  termination	  of	  transcription	  or	  
translation	  in	  the	  indicated	  
direction

=	  wild-‐type	  attenuator

=	  wild-‐type	  promoter

=	  PLlacO-‐1	  promoter
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Figure	  S1	  	  	  	  Details	  of	  the	  non-‐clustered	  and	  clustered	  gene	  arrangements	  shown	  in	  Figure	  1A.	  
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