
L.	
  W.	
  Liang	
  et	
  al.	
   3	
  SI	
  

=	
  scar	
  sequence=	
  T1	
  transcriptional	
  terminator

=	
  Asp	
  transcriptional	
  terminator

=	
  termination	
  of	
  transcription	
  
or	
  translation	
  in	
  indicated	
  
direction

=	
  wild-­‐type	
  attenuator =	
  wild-­‐type	
  promoter=	
  PLlacO-­‐1	
  promoter

=	
  PLtetO-­‐1	
  promoter X

LEGEND

NON-CLUSTERED (with terminators)

HL5113

HL5149

galE

galK

yfp galTgpmA galM

gtrS

intS

cfpargW gtrA gtrB tfaS gpmA galEgalTyfpkanR

galKgalM

cfp gtrS tfaS

intS gtrAB

argW kanR

X X X

X X X

X X

X

CLUSTERED (Codirectional)

HL3953

HL3954

galM galK

galEgalTgpmA kanR yfp cfp

gtrS

intS gtrAB

tfaSkanRargW yfp cfp galTgalKgpmA galM galE

gtrSgtrA gtrBargW intS tfaS

X X X

X X X X

CLUSTERED (Divergent)

HL4342

HL4302

galTgalKgpmA galM galE

gtrSgtrA gtrBargW intS tfaS

gtrABintS

argW cfp yfp gtrS tfaS

yfp
galM galK

galEgalTgpmA cfp

X XX X

XX X X

HL1852

HL3360

galEcfp

galK
galTgalM

galK

yfp galTgalMgpmA galE

gpmA

intS

cfp gtrSgtrA gtrBargW tfaS

intS
gtrSyfp gtrA gtrBargW tfaS

NON-CLUSTERED (no terminators)

X

X

X

X

X

X

	
  
Figure	
  S2	
  	
  	
  	
  Details	
  of	
  the	
  non-­‐clustered	
  and	
  clustered	
  gene	
  arrangements	
  shown	
  in	
  Figure	
  3A	
  and	
  non-­‐clustered	
  genes	
  without	
  

terminators	
  (filled	
  and	
  unfilled	
  maroon	
  symbols).	
  


