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Other Bacteria

(Stenotrophomonas maltophilia
Stenotrophomonas sp. SKA14
Xylella fastidiosa
Xanthomonas fuscans
Xanthomonas campestris
Xanthomonas axonopodis
Xanthomonas perforans
Xanthomonas vesicatoria
Xanthomonas gardneri
Pseudoxanthomonas spadix
Pseudoxanthomonas suwonensis

thodanobacter sp. 2APBS1
Citrobacter koseri
Cronobacter sakazakii
Enterobacter cancerogenus
Escherichia coli

Klebsiella pneumoniae
Photorhabdus asymbiotica
Proteus mirabilis
Providencia alcalifaciens
Pseudomonas syringae
Salmonella enterica
Serratia proteamaculans
Shigella boydii
Xenorhabdus bovienii
Xenorhabdus nematophila
Yersinia aldovae
Yersinia mollaretii
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Partial sequence alignment of a conserved region in alpha-2-macroglobulin domain-containing protein showing a 13 aa
deletion that is uniquely present in all Xanthomonadales.

Alpha and beta have 1-5 aa deletion at the same position



