Xanthomonadales

Other Bacteria
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Xylella fastidiosa 9a5c
Xylella fastidiosa M12
Xylella fastidiosa Dixon
Xylella fastidiosa Ann-1
Xylella fastidiosa Temeculat
Xanthomonas oryzae
Xanthomonas vesicatoria
Xanthomonas campestris
Xanthomonas axonopodis
Xanthomonas fuscans
Xanthomonas perforans
Xanthomonas gardneri
Xanthomonas albilineans
Stenotrophomonas sp. SKA14
Stenotrophomonas maltophilia
Pseudoxanthomonas suwonensis
Pseudoxanthomonas spadix
Rhodanobacter sp. 2APBS1
Alcanivorax borkumensis
Alteromonas macleodii
Arsenophonus nasoniae
Citrobacter koseri
Coxiella burnetii
Enterobacter cancerogenus
Erwinia tasmaniensis
Escherichia coli
Idiomarina baltica
Klebsiella pneumoniae
Methylophaga thiooxidans
Nitrosococcus halophilus
Pantoea ananatis
Photorhabdus luminescens
Proteus mirabilis
Providencia rettgeri
Salmonella enterica
Serratia odorifera
Shewanella amazonensis
Shigella boydii

Sodalis glossinidius
Vibrio parahaemolyticus
Xenorhabdus nematophila
Yersinia pestis
Nitrobacter hamburgensis
Bradyrhizobium japonicum
Ralstonia pickettii
Methyloversatilis universalis
Pusillimonas sp. T7-7
Bordetella avium

Thauera sp. MZ1T
Aromatoleum aromaticum
Chromobacterium violaceum
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Partial sequence alignment of a conserved region DNA polymerase 111 subunit alpha showing a 4 aa insert
that is commonly shared by all Xanthomonadales except Rhodanobacter sp. 2APBS1. This signature was
previously identified by (Cutino-Jimenez et al., 2010) and was described as all Xanthomonadales specific

Signature.



