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A Neighbor-joining (NJ) tree for proteobacterial species based upon orotate phosphoribosyltransferase sequences. The numbers
on the nodes indicate the bootstrap values. The Xanthomonadales and different B-Proteobacteria that contain the 1 aa deletion
in this protein do not branch together in this tree suggesting that the deletion in these two groups have likely occurred
independently. The tree shows only representative species from other Gammaproteobacteria and Alphaproteobacteria and it
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was rooted using sequences from Epsilonproteobacteria.
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