64

78

Comamonas testosteroni
Delftia acidovorans
Alicycliphilus denitrificans
Acidovorax delafieldii
Variowvorax paradoxus
Ramlibacter tataouinensis
Thiomonas intermedia
Burkholderia graminis
Ralstonia eutropha
Cupriavidus metallidurans

100

B-Proteobacteria

71 69

—

Rubrivivax benzoatilyticus
Pusillimonas sp. T7-7
Achromobacter xylosoxidans

Methylowersatilis universalis

57

Oxalobacteraceae bacterium

Lutiella nitroferrum
Eikenella ATCC 23834

98
70

93

100

[ 88]
62
.

100

100 Photobacterium profundum
—‘j\/ibrio angustum
100~ Aeromonas hydrophilah

L Aeromonas salmonicida
Providencia rettgeri
Yersinia bercovieri
Pantoea sp. aB.
Klebsiella pneumoniae
Escherichiacoli
Pseudoalteromonas atlantica
Marinobacter adhaerens
Azotobacter vinelandii
Pseudomonas putida

Kingella kingae
Neisseria meningitidis

Other
y-Proteobacteria

Thiomicrospira crunogena

97

Thioalkalimicrobium cyclicum
Thiomicrospira frisia}

100

Xylella fastidiosa Temeculal
100y Stenotrophomonas sp. SKA14

64

L Stenotrophomonas maltophilia

Xanthomonas albilineans
791 Xanthomonas axonopodis
98 Xanthomonas oryzae

PXanthomonadales

s

Azospirillumsp. B510
Roseomonas cervicalis

|—— Xanthomonas gardneri
75 Xanthomonas esicatoria
Xanthomonas campestris

92
100

Roseovarius sp. 217

Pelagibaca bermudensis

Paracoccus denitrificans

81

Labrenzia alexandrii

Mesorhizobium ciceri

85

Gluconobacter oxydans

85

Beijerinckiaindica o-Proteobacteria

56

100 Sinorhizobium fredii
100 Sinorhizobium medicae
Aurantimonas manganoxydans

Fulvimarina pelagi

59
100 Ochrobactrum anthropi
Ochrobactrum intermedium

Agrobacterium vitis
Brucella neotomae

Figure S46

A Neighbor-joining (NJ) tree based upon sequences from septum site-determining protein MinD protein. The numbers on
the nodes indicate the bootstrap values. The Tree is showing the branching of Xanthomonadales distinctly from the other
insert containing betaproteobacteria.



