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Figure S4. Lengths of obtained sequencing reads for two different mixing ratios of the 

microbial groups analyzed. Distribution of barcode mappable reads according to fragment 

length after quality control for the mixing ratios of 5:1:1:1 (open circles) and 5:1:1:0.2 (filled 

circles). The mixing ratios represent bacteria:archaea:ciliate protozoa:fungi. 

 


